


BOATSHOW

250H016420 BOMAZ BOATSHOW-ET

TRTPTCTY TVILTD MW HHTT HH2T HH3T HHAT HHST HHeT
H0840003242205968 Sthnr: 93800 kodnr: 9-8791
GAMEDAY X JURASSIC X YODA

99% RHA  DMS: 561-135  aAa: 342 B-Casein: A2A2  K-Casein: AB
Sire: RMD-Dotterer SSI Gameday-ET 0

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 1.67 UDC: 1.67 FLC: 0.14 BWC0.61 81%R  GIPI +3166

‘@@@@

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1022 82%R NMS S1144
Protein  0.12% 66 DWPS $1099
Fat 0.35% 14 (MS 173

Health and Fertility 4/24
SCS 2.57  T9%R MAS 2.4 72%R PL 55 T77%R
v 01 72%R DPR -14  T77%R HR 1.8  76%R

(R 02 77% H 05 SCE 3.2% 91%R
WIS -567 DCE 3.8% 70%R  DSB 5.0% 64%R
Y S(R 29 90%R  MS 103 78%R

29H020836 PINE-TREE 8418 GAMED 141-ET

TRTPTCTY TV TLTD MW HHIT HHZT HH3T HHAT HHST HHGT

H0840003231545259 Sthnr: 93606 kodnr: 9-8687

GAMEDAY X PURSUIT X ACHIEVER

99%RHA  DMS:N/A  aha:N/A  B-Casein: ATA2  K-Casein: AA

MGGD: Sandy-Valley Morgan Era-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 2.01 unc: 1.97 FLC: 0.23 BWC-0.52  81%R GTPI +3156

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 978 82%R NMS S1164
Protein  0.08% 53 DWPS $914
Fat 0.32% 131 (MS $1183

Health and Fertility 4/24

SCS 269 T9%R  MAS 19 T2%R  PL 55 T7%R
v 10 72%R  DPR 04 78%R  HCR 24 76%R

(R 16 77% H 03 SCE 2.8% 91%R
WIS 5207 DCE 2.6% 70%R  DSB 3.9% 64%R
ws -533 S(R 23 88%R  MS 107 78%R
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GETAWAY

29H020816 BOMAZ GETAWAY-ET

TRTPTCTY TV LT MW HHIT HHZT HH3T HHAT HHST HHoT

H0840003239712516 Sthnr: 93802 kodnr: 9-9-8793

GAMEDAY X JURASSIC X YODA

99%RHA  DMS:N/A  aAa:N/A  B-Casein: A2A2  K-Casein: AB

MGD: Bomaz Yoda 8519-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 2.25 Unc:229  FLC0.22 BWC0.39  81%R  GTPI+3156

Milk 1291 82%R NMS S1107
Protein  0.09% 67 DWPS $1051
Fat 0.23% 117 (MS S1131

SCS 259 T9%R - MAS 26 T2%R  PL 55 TTUR
v 09 72%R  DPR -11  77%R  HQR 1.8  76%R

(R 01 77% H 03 SCE 1.8% 90%R
WIS 531 DCE 2.3% 70%R  DSB 41% 64%R
WS 547 S(R 05 B3%R  MS 102 78%R

7H016468 T-SPRUCE PHOENIX 2176-ET

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

H0840003234732161 Stbnr: 93924 kodnr: 9-9095

PARFECT X LIONEL X YODER

99% RHA ~ DMS: 561-456  aAa: 345  B-Casein: A2A2  K-Casein: AB

T-Spruce Phoenix 2176-ET

kol -2

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 2.35 UDc: 2.19 FLC: 1.25 BWC1.08 81%R  GTPI +3154

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1637 82%R NMS $1019
Profein  0.09% 77 DWPS $876
Fat 0.24% 135 (MS $1034

SCS 305 B80%R  MAS 03 7A%R  PL 29 T78%R
v 22 73%R  DPR -24 78%R  HCQR 27 76%R

(R 01 78%R H -11 SCE 27% 82%R
WIS S177 DCE 3.1% 70%R  DSB 3.7% 64%R
ws S17 SR 0.7 76%R  MS 104 78%R
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7H017107 T-SPRUCE ESQUIRE KAREEM-ET
TRTPTMTCTY TV LD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003260815016 Stbnr: 93925 kodnr: 9-9094
ESQUIRE X PARFECT X LIONEL

99%RHA  DMS:  aAa:  B-Casein: A2A2  K-Casein: AA :

Sire: Sandy-Valley Esquire-ET ‘Q

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds

Type: 1.86 UDC:1.84  FLC:1.33 BWC0.26  78%R  GTPI +3150

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1613 79%R NMS $1058
Protein  0.07% 72 DWPS S1110
Fat 0.14% 104 (MS $1077

SCS 273 T5%R MAS 14 T1%R  PL 53  T7A%R
v 02 7%  DPR 04 74%R  HQR 35 T72%R

(R 29 7% H 14 SCE 2.3% 63%R
WTS  S46 DCE 2.6% 57%R  DSB 51% 56%R
ws 535 SR N/A %R MS 101 77%R

MACARONI

250H016830 0CD FROSTBITE MACARONI-ET
TRTPTMTCTY TV TLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003251665215 Sthar: 93917 kodnr: 9-9024
FROST BITE X PARFECT X CASCADE

99% RHA  DMS: 345-135 aAa: 243 B-Casein: A1A2  K-Casein: AB
Sire: T-Spruce 6 Frost Bite-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.50 UDC: 1.60 FLC: 0.99 BWC-0.21  78%R  GTPI+3115

LLS

PIS ] Lol - X

Milk 1608 80%R NMS $1090
Profein  0.06% 67 DWPS S1146
Fat 0.17% 112 (MS S1101

SCS 295 T75%R  MAS 24 70%R  PL 42 T7A%R
v 11 7%k DPR 02 74%R  HQR 2.6 73%R

(R 18 7% H 12 SCE 1.3% 63%R
WTS 35 DCE 15% 57%R  DSB 45% 55%R
ws s SC(R_N/A %R MS 105  75%R
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250H016600 S-S-1 SIEMERS HS COMRIE-ET

TRTPTMTCTLTD TE HHIT HH2T HH3T HHAT HHST HH6T

H0840003248152844 Stbnr: 93801 kodnr: 9-8792

HOLYSMOKES X PARFECT X LEGACY

99% RHA  DMS: 345-234  oAa: 453 B-Casein: A1A2  K-Casein: BB

S-S Siemers HS Comrie-ET

Dam: S-S VF 316 59873-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 2.49 UDC: 244  FLC0.86 BWC1.03 78%R  GTPI +3113

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1424 80%R NMS $979
Protein  0.08% 67 DWPS $896
Fat 0.18% 108 (MS $997

Health and Fertility 4/24

SCS 280 75%R  MAS 26 T0%R  PL 43  TA%R
v 00 71%R  DPR 0.7 74%R  HQR 02 72%R

(R 02 74%R H 02 SCE 24% 63%R
WIS 531 DCE 2.1% 58%R  DSB 4.6% 56%R
Y SR N/A %R MS 97 T6%R

250H016400 OCD CRUSHER LONGFELLOW-ET

TRPCTPTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T

H0840003236792988 Stbnr: 93798 kodnr: 9-8779

CRUSHER X ACURA X COPYCAT

99% RHA  DMS: 345-135 aAa: 342  B-Casein: ATA2  K-Casein: AB

Sire: Plain-Knoll Crusher-ET

©)
&

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.72 UDC:0.64  FLC:0.70 BWC0.86 81%R  GTPI +3072

Milk 1888 82%R NMS $1026
Protein  0.08% 83 DWPS $960
Fat 0.19% 130 (MS $1039

Health and Fertility 4/24

S5 3.04 T79%R  MAS 0.6 T71%R  PL 27 T76%R
Lv 07 73%R  DPR -21 75%R  HCR 23 75%R

(R 15 75% H 08 SCE 22% 63%R
WIS -Sl62 DCE 2.3% 61%R  DSB 45% 60%R
WS S16 SC(R_N/A %R MS 104  76%R

ZHB

www.hbgenetics.com 5




7H016174 LARS-ACRES SSI GD RAITON-ET
TRTPTCTY TV TLTD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003219743151 Stbnr: 93755 kodnr: 9-8741
GAMEDAY X RENEGADE X SLAMDUNK

99% RHA  DMS: 135123  oAa: 324  B-Casein: AIA2  K-Casein: AB
Lars-Acres S-S-| GD Raiton-ET ‘I{

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 1.85 UDC:1.40  FLC1.05 BWC1.09 81%R  GTPI+3064

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1509 82%R NMS $1024
Protein  0.05% 62 DWPS $997
Fat 0.16% 104 (MS $1042

Health and Fertility 4/24
SCS 257 T79%R  MAS 38 72%R PL 6.0 T77%R
v 03 72%R DPR 06 77%R  HR 19 76%R

(R 14 77% H 0. SCE 2.6% 87%R
WIS S75 DCE 2.9% 70%R  DSB 4.6% 64%R
ws 532 SR 05 92%R  MS 99  T7%R

250H016125 CLAYNOOK ZOAR

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

HOCAN000013601311 Stbnr: 93670 kodnr: 9-8702

CONWAY X PURSUIT X DUKE

99% RHA  DMS: 123135  oAa: 324  B-Casein: A2A2  K-Casein: AB

Claynook Zoar-ET

320$

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 2.79 UDC: 1.25 FLC:1.29 BWC1.42 81%R  GTPI +3061

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1138 82%R NMS $929
Profein  0.13% 72 DWPS $738
Fat 0.28% 124 (MS $949

SCS 306 79%R  MAS 03 7A%R  PL 24 T7%R
v -15 72%R  DPR -20 78%R  HCR 24  76%R

(R 06 78%R FH -1.0 SCE 2.0% 94%R
WIS 5262 DCE 17% 70%R  DSB 3.6% 64%R
ws s SR 1.7 93%R  MS 106 78%R
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GORDON

7H015961 PENN-ENGLAND GORDON-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHGT

H0840003206702899 Sthnr: 93669 kodnr: 9-8701

TAOS X TAHITI X KING ROYAL

99% RHA  DMS: 135123 oAa: 243 B-Casein: A2A2  K-Casein: BB

MGD: Penn-England Gifan13813-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 2.24 UncG:2.24  FLCGO.71 BWC0.52  81%R  GTPI+3058

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1393 82%R NMS $941
Protein  0.10% 73 DWPS $796
Fat 0.10% 83 (MS $961

Health and Fertility 4/24
SCS 286 79%R  MAS 09 73%R PL 46 TI%R
W 05 73%R DPR 10 77%R  HRR 18 76%R

(R 33 T71% H 15 SCE 24% 97%R
WIS 594 DCE 24% T71%R  DSB 45% 65%R
ws s SR 01 98%R  MS 105 78%R

7H016398 0CD PAYLOAD FEARLESS-ET

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

H0840003238168751 Stbnr: 93677 kodnr: 9-8730

PAYLOAD X TAHITI X DYNAMO

99% RHA  DMS: 561-126  aAa: 234  B-Casein: A2A2  K-Casein: AB

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.09 UDC: 1.53 FLC:-0.16 BWC-0.85  8I%R  GTPI+3050

JIET- Lol -1

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1663 82%R NMS S1128
Profein  0.07% 71 DWPS S175
Fat 0.13% 102 (MS S1142

SCS 288 79%R  MAS 16 7T1%R  PL 57  T76%R
v 17 73%R  DPR 0.0 76%R  HCR 2.0 75%R

(R 13 76%R H 08 SCE 2.0% 89%R
WIS $§92 DCE 21% T71%R  DSB 47% 65%R
ws  -S30 SR 27 90%R  MS 102 75%R

ZHB
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7H016813 T-SPRUCE F BITE HIMESH-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHGT

H0840003247982007 Stbnr: 93921 kodnr: 99029

FROST BITE X CONWAY X LIONEL

99% RHA  DMS: 234-345  oAa: 432 B-Casein: A2A2  K-Casein: AB

Sire: T-Spruce G Frost Bite-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 0.99 UDC:1.30  FLC 0.63 BWC-0.38  79%R  GTPI+3043

ST Lol - X

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1578 80%R NMS S1131
Protein  0.05% 65 DWPS S1124
Fat 0.12% 96 (MS S1145

Health and Fertility 4/24
SCS 282 75%R MAS 09 71%R PL 6.0 74%R
v 22 T71%R DPR 0.3  74%R HR 3.0 73%R

(R 25 74%R H 13 SCE 1.7% 63%R
WTS 516 DCE 2.0% 57%R  DSB 4.6% 55%R
ws s SR N/A %R MS 98 T75%R

EASTON-P

94H021095 BOMAZ EASTON-P-ET

TR PCTCTY TV TLTD TE HHTT HH2T HH3T HHAT HHST HHGT

H0840003249922021 Stbnr: 93923 kodnr: 9-9059

ELVER-P X JURASSIC X YODA

99% RHA  DMS: 234,345  aAa: 4236 B-Casein: A2A2  K-Casein: BB

MGD: Bomaz Yoda 8519-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.69 unc: 1.27 FLC: 0.67 BWC1.12 78%R  GTPI+3031

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 454 80%R NMS $1021
Protein  0.13% 50 DWPS N/A
Fat 0.33% 112 (MS $1050

SCS 262 T75%R  MAS 39 70%R  PL 64 T7A%R
v 37 7%  DPR 0.7 74%R  HQR 1.6 72%R

(R 06 73%R H 0.2 SCE 21% 62%R
WIS N/A DCE 2.6% 59%R  DSB 5.3% 57%R
WS N/A SC(R_N/A %R MS 103  76%R
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DOBSKIE-P

29H020873 DENOVO 4344 DOBSKIE-P-ET

TRPCTCTYTVTLTD TE HHIT HHZT HH3T HHAT HHST HHGT

H0840003237169635 Stbnr: 93579 kodnr: 9-8737

DUFFY X MONUMENT-P X SPECTRE

99%RHA  DMS:N/A  aAa: 432  B-Casein: A2A2  K-Casein: BB

5TH Dam: Des-Y-Gen Planet Silk-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 0.70 UDC: 0.64  FLC0.47 BWC-0.93  79%R  GTPI+3029

Milk 1125 81%R NMS SN
Protein  0.09% 6l DWPS N/A
Fat 0.24% 114 (MS $1190

SCS 281 T7%R - MAS 21 T1%R  PL 6.0 75%R
Lv 43 T72%R  DPR 00 75%R  HCR 14 73%R

(R 14 74%R H 02 SCE 1.7% T75%R
WIS N/A DCE 2.2% 70%R  DSB 4.6% 65%R
WS N/A SR 12 77%R  MS 103  75%R

250H016508 0CD HUCK SLEDGEHAMMER-ET

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

H0840003240075089 Sthnr: 93920 kodnr: 9-9028

HUCK X MAXIMUS X POSITIVE

99% RHA  DMS: 126-123  aAa: 234  B-Casein: A2A2  K-Casein: BB

0CD Huck Sledgehammer-ET 0>

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.73 UDC: 1.86 FLC:-0.53 BWC-1.03  80%R GTPI+3022

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 212 82%R NMS $1060
Profein  0.02% 72 DWPS $805
Fat 0.07% 103 (MS $1067

SCS 290 77%R  MAS 0.5 T71%R  PL 43  T76%R
v 00 72%R  DPR -11  75%R  HCR 3.3  74%R

(R 07 75%R H 0.2 SCE 2.0% 63%R
WIS S277 DCE 2.0% 59%R  DSB 47% 58%R
ws 57 SC(R_N/A %R MS 104 75%R
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250H016074 OCD PARFECT FIGARO-ET

TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T

H0840003223868608 Stbnr: 93918 kodnr: 9-9026

PARFECT X COFFEE X BURLEY

99% RHA  DMS: 135123  oAa: 342  B-Casein: A1A2  K-Casein: BE

0CD Parfect Figaro-ET

BCL0H

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 2.18 UDC: 232  FLC1.25 BWC0.51 81%R  GTPI+3007

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1091 82%R NMS $931
Protein  0.06% 5l DWPS $994
Fat 0.18% 94 (MS $945

Health and Fertility 4/24

SCS 281 T79%R  MAS 28 TA%R  PL 51  T78%R
Lv 08 73%R  DPR 03 78%R  HCQR 23 76%R

(R 07 78%R H 04 SCE 24% 98%R
WIS 92 DCE 2.0% 70%R  DSB 3.7% 65%R
ws 13 S(R 0.0 95%R  MS 102 78%R

29H020279 SBG MECCA P

PCTCTDTETLTNTS TVTY HHIT HHZT HH3T HHAT HHST HHGT MWT
HOGBR956444502861 Sibnr: 93675 kodnr: 9-8725
MONUMENT-P X HURRICANE X SILVER

0%RHA  DMS:N/A  oAa: 243 B-Casein: A2A2  K-Casein: AB

Dam: Boghill Glamour Hurricane Carlin D

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.52 UDC: 1.59 FLC: 0.02 BWC0.49 79%R  GTPI+3000

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 990 82%R NMS $922
Protein  0.09% 58 DWPS N/A
Fat 0.30% 125 (MS $943

Health and Fertility 4/24

SCS 273 T78%R  MAS 23 73%R  PL 29 T7UR
v 03 73%R  DPR -11 77%R  HCQR 09 75%R

(R 01 76%R H 0.6 SCE 2.0% 85%R
WIS N/A DCE 24% 62%R  DSB 4.3% 61%R
WS N/A SC(R_N/A %R MS 105  76%R
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HARMONY

250H015955 AOT PARFECT HARMONY-ET

TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T

H0840003220248849 Sthnr: 93518 kodnr: 9-8654

PARFECT X POSITIVE X DELTA

99% RHA  DMS: 234-345  oAa: 423  B-Casein: A1A2  K-Casein: AB

MGD: Cookiecutter DTA Habitan-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 2.75 UDC: 2.51 FLC: 1.03 BWC1.17 81%R  GTPI+2993

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1540 82%R NMS $827
Protein  0.06% 65 DWPS $525
Fat 0.15% 103 (MS $837

Health and Fertility 4/24
SCS 300 B80%R  MAS 0.5 74%R  PL 25 T78%R
Vv 20 73%R DPR -1.6 78%R  HCR 08 77%R

(R 07 78%R H -1.0 SCE 31% 97%R
WIS -$255 DCE 19% 70%R  DSB 42% 64%R
ws 543 SR 11 97%R - MS 104 79%R

14H016519 KINGS-RANSOM W DECREE-ET Accelerated Genetics'
TRTPTCTY TVTLTD TE HHIT HH2T HH3T HH4T HH5T HH6T

H0840003224437728 Sthnr: 93805 kodnr: 9-9021

WHEELHOUSE X FASTBALL X CHALLENGER

99% RHA  DMS: 456-651  aAa: 516 B-Casein: A2A2  K-Casein: AA

Kings-Ransom W Decree-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 0.72 unc: 1.1 FLC: 0.54 BWC-0.49  8I%R  GTPI+2990

SLEL-El-

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 946 81%R NMS $1059
Protein  0.05% 45 DWPS $1293
Fat 0.22% 101 (MS $1075

Health and Fertility 4/24

SCS 266 78%R  MAS 21 T1%R  PL 6.6  76%R
v 27 73%R  DPR 0.5 75%R  HCR 21  75%R

(R 12 75%R H 1] SCE 20% 71%R
WIS S291 DCE 2.0% 70%R  DSB 48% 65%R
ws $2 SC(R_N/A %R MS 101 76%R
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APRIL

Genomtestade Tjurar

‘ Identification ‘ Héirstamning Mjolk ‘ Siikerhet% Protein ‘
WWS 250H016420 | BOATSHOW Gameday x Jurassic x Yoda 93800 9-8791 3166 1144 1022 82 66 141 207
ABS 29H020836 GENIUS Gameday x Pursuit x Achiever 93606 9-8687 3156 1164 978 82 53 131 184
ABS 29H020816 GETAWAY Gameday x Jurassic x Yoda 93802 9-8793 3156 1107 1291 82 67 17 184
WWS 7HO16468 PHOENIX Parfect x Lionel x Yoder 93924 99095 3154 1019 1637 82 7 135 212
WwWs THO17107 KAREEM Esquire x Parfect x Lionel 93925 9-9094 3150 1058 1613 79 72 104 176
WWS 250H016830  MACARONI Frost Bite x Parfect x Cascade 93917 99024 3115 1090 1608 80 67 112 179
WWS 250H016600 = COMRIE Holysmokes x Parfect x Legacy 93801 9-8792 3113 979 1424 80 67 108 175
Wws 250H016400 LONGFELLOW  Crusher x Acura x Copycat 93798 9-8779 3072 1026 1888 82 83 130 213
WWS THO16174 RAITON Gameday x Renegade x Slamdunk 93755 9-8741 3064 1024 1509 82 62 104 166
WWS 250H016125 ZOAR Conway x Pursuit x Duke 93670 9-8702 30061 929 1138 82 72 124 196
WwWs THO15961 GORDON Taos x Tahiti x King Royal 93669 9-8701 3058 941 1393 82 73 83 156
WWS 7H016398 FEARLESS Payload x Tahiti x Dynamo 93677 9-8730 3050 1128 1663 82 71 102 173
WWS 7HO16813 HIMESH Frost Bite x Conway x Lionel 93921 99029 3043 1131 1578 80 65 9% 161
ABS 94H021095 EASTON-P Elver-P x Jurassic x Yoda 93923 9-9059 3031 1021 454 80 50 112 162
ABS 29H020873 DOBSKIE-P Duffy x Monument-P x Spectre 93579 9-8737 3029 nn 1125 8l 6l 114 175
WWS 250H016508  SLEDGEHAMMER  Huck x Maximus x Positive 93920 99028 3022 1060 M2 82 72 103 175
WWS 250H016074 FIGARO Parfect x Coffee x Burley 93918 99026 3007 931 1091 82 51 94 145
ABS 294020279 MECCA Monument-P x Hurricane x Silver 93675 9-8725 3000 922 990 82 58 125 183
WWS 250H015955 | HARMONY Parfect x Positive x Delta 93518 9-8654 2993 827 1540 82 65 103 168
WWS 141016519 DECREE Wheelhouse x Fastball x Challenger 93805 99021 2990 1059 946 8l 45 101 146
WWS 250H015988 | SOYSAUCE Parfect x Legacy x Resolve 93671 9-8704 2988 979 1440 83 65 88 153
ABS 29H020374 FRANKFURT Foreman x Copyright x Hofspot P 93922 99032 2984 1003 1853 79 67 89 156
ABS 29H021158 OURO Overview x Legacy x Achiever 93803 9-8794 2975 973 1528 81 6l 87 148
ABS 29H021069 REALITY*RC Rocky-Red x Acura x Jared 93806 99022 2973 1001 1368 80 69 94 163
ABS 94H021016 EVENTIDE-P Elver-P x Sheldon x Renegade 93804 99018 2953 909 769 80 44 91 135
WWS 7THOT6116 HARDY Parfect x Alvarez x Doc 93608 9-8695 2924 682 965 82 50 79 129
WwWs 250H016121 PARTAKE Hanans x Delta-Lambda x Denver 93919 99027 2901 755 1253 83 63 64 127
WWS 7H016295 HAS IT ALL Parfect x Doc x Jedi 93604 9-8685 2868 705 1753 82 59 73 132
ABS 29H020292 SHARP-RED Crisalis “Re x Mark *Re x Salvatore RC 93758 9-8755 2850 808 1464 80 6l 83 144
WWS 7H016099 AMEN-PP Luster-P x Drastic-P x Jedi 93601 9-8657 2823 814 1390 82 52 63 115
WWS 7HO16105 COMBINATION | Logistics x Doc x Montross 93759 9-8778 2798 607 1034 82 46 77 118

Avkommebedémda Tjurar

Identification Hiirstamning Siikerhet% Protein
WwWs 14H015179 TROOPER Renegade x Legendary x Josuoer 93926 9-9096 3089 960 898 96 65 m 176
WWS 7H014454 LIONEL Frazzled x Montross x Supersire 93513 9-8604 3062 1183 325 99 95 149 244
WwWs 7H015085 PARFECT Renegade x Delta-Lambda x Denver 93369 9-8566 3044 864 1140 99 61 100 161
Wws 7HO15112 TAOS Renegade x Jedi x Tatum 93363 9-8549 3022 877 1609 99 73 79 152
ABS 29H019448 ALONZO Billy x Frazzled x Damaris 93165 9-8426 2989 1135 1493 96 68 135 203
Wws THO15471 17 TOP Renegade x Zipit-P x Josuper 93167 9-8428 2894 813 1608 94 68 83 151
WwWs 7H014160 LUSTER-P Zipit-P x Kinghoy x Supersire 92559 9-7852 2892 798 1592 99 49 81 130
Wws 2504014713 DURAN House x Jedi x Butler 93609 9-8696 2732 665 1900 9 65 64 129

Kéttras Tjurar

Kottras Identification Hiirstamning Pris ke Pris sexad
Angus 14AN516 HOLMES -SEX | Gaffney Game Challenger 371 700348 9-8078 390
Angus 829XB0155 NUERA 0155 Ramesses x Prophet 700886 7-2013 100
Angus 29XB0072 NUERAT14 0144-SEX  Payweight 1682 x Waylon W34 700820 7-1984 390
Angus 9AN00569 YOUNG Rampage 0A36 x New Design 036 700624 7-1906 100
Hereford 29HP944 RANCHER Fisher 1 Midas x Fisher x Jaguar 700576 7-1883 90
Limosin 29LM0108 ONSLOW Mereside Leo x Kaprico Ravelle 700490 7-1831 120
Simmental 295M0500 KINGSTON Hughes 16 x Capercaillie 700847 71991 100
Simmental 79SM103M JACK-PP Molson 21M x Eclipse FFIR 700639 98148 110
Wagu 9KB00003 HARU Nakagishhiro x Studhiko417 700970 72066 210
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Protein% Fett% (4 Siikerhet% JUVER BEN Kalvning F Celltal PL Fl Mj hastig SCR Pris kr Pris sexad Svensk ID
0.12 0.35 1.67 81 1.67 -0.14 3.2 2.57 55 0.5 103 29 290 §00017-0033-21
0.08 0.32 2.01 81 1.97 0.23 28 2.69 5.5 0.3 107 23 250 490 800007-9498-21
0.09 0.23 2.25 81 2.29 0.22 1.8 2.59 55 0.3 102 0.5 270 §00017-0036-21
0.09 0.24 2.35 81 219 1.25 27 3.05 29 -11 104 0.7 280 550 800017-469-22
0.07 0.14 1.86 78 1.84 1.33 23 2.73 53 1.4 101 310 590 800017-467-22
0.06 0.17 1.50 78 1.60 0.99 1.3 2.95 4.2 1.2 105 310 800017-216-22
0.08 0.18 249 78 2.44 0.86 24 28 43 0.2 97 310 590 800017-0034-22
0.08 0.19 1.72 81 0.64 0.7 22 3.04 27 0.8 104 240 520 800007-9952-21
0.05 0.16 1.85 81 1.40 1.05 2.6 2.57 6.0 0.1 99 0.5 250 460 800007-9801-21
0.13 0.28 279 81 1.25 1.29 20 3.06 24 -1.0 106 1.7 260 490 800007-9540-21
0.10 0.10 2.24 81 2.24 0.71 24 2.86 4.6 1.5 105 0.1 250 800007-9549-20
0.07 0.13 1.09 81 1.53 -0.16 2 2.88 517 0.8 102 2.7 210 490 800007-9751-21
0.05 0.12 0.99 79 1.30 0.63 1.7 2.82 6.0 1.3 98 310 800017-239-22
0.13 0.33 1.69 78 1.27 0.67 21 2.62 6.4 0.2 103 270 800017-355-22
0.09 0.24 0.70 79 0.64 0.47 1.7 281 6.0 0.2 103 1.2 290 800007-9777-21
0.02 0.07 1.73 80 1.86 -0.53 2 29 43 0.2 104 240 480 800017-232-22
0.06 0.18 218 81 2.32 1.25 24 2.81 51 0.4 102 0.0 280 510 800017-229-21
0.09 0.3 1.52 79 1.59 0.02 2 273 29 -0.6 105 450 §00007-9703-20
0.06 0.15 2.75 81 2.51 1.03 31 3.00 25 -1.0 104 11 260 480 800007-9326-20
0.05 0.22 0.72 81 1.7 0.54 20 2.66 6.6 11 101 250 480 800017-201-22
0.07 0.1 1.7 82 1.74 0.55 24 2.85 6.3 0.5 104 0.9 260 800007-9558-20
0.03 0.06 1.79 77 216 0.75 1.8 2.94 5.0 0.5 105 290 490 800017-242-22
0.05 0.10 1.40 80 1.48 0.07 23 2.76 6.5 14 98 280 800017-0037-21
0.09 0.14 115 78 1.04 0.78 22 2.88 49 0.2 102 280 800017-206-22
0.07 0.21 1.80 78 1.31 1.23 1.8 2.74 6.1 1.0 102 250 800017-163-22
0.07 0.14 3.23 81 2.94 2.02 23 28 3.2 -1.2 99 4.0 240 800007952521
0.08 0.05 2.92 82 2.53 1.80 21 2.97 35 0.7 100 25 250 460 800017-234-21
0.02 0.02 2.85 81 2.24 1.50 24 3.00 3.4 0.6 95 0.6 280 580 800007-9492-21
0.05 0.09 1.81 79 1.04 0.70 21 2.68 4.2 0.5 98 290 460 800007-9888-21
0.03 0.03 1.85 81 1.58 0.78 3 2.61 5.0 0.3 99 1.2 240 450 800007933221
0.05 0.1 3.01 81 2.51 2.08 3.9 31 23 0.4 106 24 170 800007-9951-21

Protein% Fett% TYP Siikerhet% JUVER BEN Kalvning F Celltal PL Fl M;j hastig N Pris kr Pris sexad Svensk ID
0.13 0.26 1.87 92 1.36 2 24 2.96 44 1.3 100 0.1 270 530 800017-472-19
-0.02 0.08 0.51 99 0.83 -0.87 25 2.85 2.6 2.6 99 0.1 340 800007-9188-17
0.09 0.19 247 99 222 2.00 22 2.88 41 0.2 103 0.9 470 670 800007-8951-19
0.08 0.06 1.72 98 1.28 1.33 24 2.76 51 1.8 103 -1.] 290 540 800007-8885-19
0.07 0.26 0.4 91 0.60 0.1 20 3.02 48 -1.] 103 11 290 540 800007-8190-19
0.06 0.07 1.49 88 1.37 1.02 21 2.94 3.0 0.6 99 -1.6 190 420 800007-8196-19
0.00 0.07 2.57 99 217 1.70 25 2.79 3.5 0.2 104 0.7 310 800007-6707-16
0.02 -0.03 1.87 85 1.68 0.52 21 278 24 0.7 95 170 800007-9530-18

TERNS OF USE. WARRANTY STATEMENT
Fu oty s s 0 ) et s b o o s, A, THERISES O AOME Y- @ “GForce, "GForcer, “Showcase, and "Elite Sexed Fertility
FROM WORLD WIDE SIRES, LTD AND ITS AFFIATES ARE STRICTLY PROHIBITED WITHOUT THE PRIOR WRITTEN CONSENT OF SELECT SIRES INC. INCLUDING are trademark of Select Sires Inc.
(WITHOUT LINTTATION) GENOTYPING, SEQUENCING, CLONING, GENETIC ANALYSIS, GENETIC IANIPULATION OR FOR RESEARCH. World Wide Sies, Ld, Select
e e e vl O © O D S
oo M e i i WA A N Y emarks o select Sres e
of the product.
Liitfions and Condiions of Sle: gender SELECTed semen shall be used only fr he single insemination of one female bovine during natural ovlaion with All gender SELECTED semen is processed using Ultraplus™ technology. Ultraplus
B STt st o i s kg SHET el s s s o g o urademark of STGen LLC. “gender SELECTED semen s  trademark ofSeect
caserbycose basi by Slect s in wifing. Select Sires nfends o monitr the use of the gender SELECTed semen and igorously enforce tese resticions on
use. Ploase see hp/ /. elctsie. o, designations /genderslectd.himl for addifonol detls.
> Accelerated GLetics%
“Select Sires, “Genervations and *Accelerated Genetics are reg-
istered trademarks of Select Sires Inc.
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SOYSAUCE

250H015988 0CD PARFECT SOYSAUCE-ET
TRTPTCTY TV TLTD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003221358221 Stbnr: 93671 kodnr: 9-8704
PARFECT X LEGACY X RESOLVE

99% RHA  DMS: 135-561  aAa: 432  B-Casein: A2A2  K-Casein: BB
0D Parfect Soysauce-ET 0

~ Jiof -

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 1.71 UDC: 1.74 FLC: 0.55 BWC0.50  82%R  GTPI+2988

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1440 83%R NMS $979
Protein  0.07% 65 DWPS $766
Fat 0.11% 88 (MS $994

Health and Fertility 4/24
SCS 285 B80%R MAS 2.2 74%R PL 63 78%R
v 0.5 73%R DPR 0.0 78%R HR 21  76%R

(R 21 78%R H 05 SCE 24% 98%R
WIS -Sl62 DCE 2.5% 70%R  DSB 4.0% 65%R
ws 59 SR 0.9 96%R  MS 104 78%R

29H020374 GENHOTEL OEH

TCTDTETLTNTP TR TVTY HHIT HH2T HH3T HHAT HHST HHeT MWT
HODEU000364593877 Stbnr: 93922 kodnr: 99032

FOREMAN X COPYRIGHT X HOTSPOT P

0%RHA DMS:N/A  oAa:N/A  B-Casein: ATA2  K-Casein: AB

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.79 UDC: 2.16 FLC: 0.75 BWC-0.47  77%R  GTPI+2984

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1853 79%R NMS $1003
Protein  0.03% 67 DWPS N/A
Fat 0.06% 89 (MS $1010

SCS 294 TA%R  MAS 01  70%R  PL 5.0  74%R
Lv 16 7%  DPR -1.5 73%R  HCR 2.6 71%R

(R 02 73%R H 05 SCE 1.8% 61%R
WIS N/A DCE 1.7% 55%R  DSB 5.0% 54%R
WS N/A SC(R_N/A %R MS 105  76%R
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29H021158 PINE-TREE 8466 OVERV 590-ET

TRTPTCTY TVTLTD TE HHIT HHZT HH3T HHAT HHST HHGT

H0840003250267046 Sthnr: 93803 kodnr: 9-8794

OVERVIEW X LEGACY X ACHIEVER

99%RHA  DMS:N/A  aAa:N/A  B-Casein: ATA2  K-Casein: BE
MGD: Pine-Tree Era

Achie 7593-ET
(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 1.40 UDC: 1.48 FLC: 0.07 BWC0.09  80%R GTPI+2975
Milk 1528 81%R NMS $973
Protein  0.05% 6l DWPS N/A
Fat 0.10% 87 (MS $987

SCS 276 78%R  MAS 1.6 T1%R  PL 65 T76%R
Lv 07 73%R  DPR 0.8 75%R  HCQR 21 75%R

(R 25 75%R H 14 SCE 2.3% 63%R
WIS N/A DCE 2.5% 59%R  DSB 45% 57%R
WS N/A SR N/A %R MS 98  T7%R

REALITY*RC

29H021069 DENOVO 80141 REALITY-ET

RCTPTCTY TV TLTD TE HHIT HH2T HH3T HH4T HHST HH6T

H0840003249882045 Stbnr: 93806 kodnr: 9-9022

ROCKY-RED X ACURA X JARED

99%RHA  DMS:N/A  aAa:N/A  B-Casein: ATA2  K-Casein: BB

MGGD: Cookiecutter DTA Habitan-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 115 UDC: 1.04 FLC: 0.78 BWC-0.10  78%R  GTPI+2973

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1368 80%R NMS $1001
Protein  0.09% 69 DWPS N/A
Fat 0.14% 94 (MS $1019

SCS 288 T6%R  MAS 08 71%R  PL 49 T75%R
v 23 7%  DPR 03 74%R  HQR 1.7 72%R

(R 04 74%R H 02 SCE 22% 62%R
WIS N/A DCE 21% 59%R  DSB 48% 57%R
WS N/A SC(R_N/A %R MS 102 76%R
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EVENTIDE-P

29H021016 DENOVO 30144 EVENTIDE-P-ET

TR PCTCTY TV TLTD TE HHTT HH2T HH3T HHAT HHST HHGT

H0840003236339746 Stbnr: 93804 kodnr: 99018

ELVER-P X SHELDON X RENEGADE

99% RHA ~ DMS: 135,561  oAa: 3425  B-Casein: ATA2  K-Casein: BE

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 1.80 UDC 1.31 FLC: 1.23 BWC1.05 78%R  GTPI +2953

Milk 769 80%R NMS $909
Protein  0.07% 44 DWPS N/A
Fat 0.21% 91 (MS $926

Health and Fertility 4/24
SCS 274 T5%R MAS 2.6  70%R PL 61 74%R
v 44 T71%R DPR 0.7  74%R HRR 1.3 72%R

(R 22 7% H 10 SCE 1.8% 62%R
WIS N/A DCE 2.3% 59%R  DSB 48% 57%R
WS N/A SR N/A %R MS 102 75%R

ARDY

7HO16116 SIEMERS PFCT HARDY 35126-ET

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

H0840003229290791 Sthnr: 93608 kodnr: 9-8695

PARFECT X ALVAREZ X DOC

99% RHA  DMS: 561-126  aAa: 312 B-Casein: A1A2  K-Casein: BB

Siemers Pfct Hardy 35126-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 3.23 UDC:2.94  FLC:2.02 BWC2.18 81%R  GTPI+2924

Icfol -2

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 965 82%R NMS $682
Profein  0.07% 50 DWPS $680
Fat 0.14% 79 (MS $698

SCS 280 79%R  MAS 18 73%R  PL 32 T7%R
v 05 72%R  DPR -19 78%R  HCQR 1.3 76%R

(R -1.3 77% H -12 SCE 2.3% 91%R
WIS S0 DCE 1.8% 70%R  DSB 3.9% 65%R
ws 54 S(R 40 89%R  MS 99  T9%R
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PARTAKE

250H016121 SIEMERS H PARTAKE 35318-ET
TRTPTCTY TV TLTD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003229290983 Sthnr: 93919 kodnr: 9-9027
HANANS X DELTA-LAMBDA X DENVER

99% RHA  DMS: 234-246  aAa: 156  B-Casein: A2A2  K-Casein: BB
Siemers H Partake 35318-6T 0

MGD: Siemers Denver Paris-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 2.92 UDC: 253  FLC:1.80 BWCO0.45  82%R  GTPI+2901

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1253 83%R NMS §755
Protein  0.08% 63 DWPS §754
Fat 0.05% 64 s §770

Health and Fertility 4/24

SCS 297 BI%R  MAS 1.0  72%R  PL 35 T78%R
v 09 74%R  DPR -1.0 78%R  HQR 1.7 77%R

(R 00 78%R H 07 SCE 21% 91%R
WIS S DCE 1.6% 70%R  DSB 44% 64%R
ws 537 S(R 25 90%R  MS 100 78%R

HAS IT ALL

7H016295 DUCKETT PFCT HAS IT ALL-ET

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

H0840003235342391 Stbnr: 93604 kodnr: 9-8685

PARFECT X DOC X JEDI

99% RHA  DMS: 123126  oAa: 135  B-Casein: A2A2  K-Casein: AB

Duckett Pfct Has It AIET

<Jol-L

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 2.85 UDC 2.24 FLC: 1.50 BWC1.40 81%R  GTPI +2868

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1753 82%R NMS §705
Protein  0.02% 59 DWPS 518
Fat 0.02% 73 (MS $708

Health and Fertility 4/24

SCS 300 79%R  MAS 18 73%R  PL 34 T8%R
v 20 73%R  DPR -11 78%R  HCR 0.9 76%R

(R 05 78%R H 0.6 SCE 24% 96%R
WIS 5118 DCE 24% 70%R  DSB 5.0% 64%R
WS -S6 S(R 0.6 95%R  MS 95  8O%R

ZHB
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SHARP RED

29H020292 3STAR OH SHARP-RED-ET

TPTCTYTVILTD TE HHIT HH2T HH3T HHAT HHST HHeT

HONLD000632007873 Sthnr: 93758 kodnr: 9-8755

CRISALIS *RC X MARK *RC X SALVATORE RC

99%RHA  DMS:N/A  aAa:N/A  B-Casein: ATA2  K-Casein: AB

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 1.81 UDC:1.04  FLC0.70 BWC-0.05  79%R  GTPI+2850

Milk 1464 80%R NMS $808
Protein  0.05% 6l DWPS N/A
Fat 0.09% 83 (MS $824

SCS 268 T77%R  MAS 01 71%R  PL 42 T75%R
Lv 04 72%R  DPR -1.0  74%R  HCQR -0.9 74%R

(R 02 7% H 05 SCE 21% 61%R
WIS N/A DCE 24% 58%R  DSB 51% 56%R
WS N/A SR N/A %R MS 98  T7%R

7H016099 AR-JOY CU LP AMEN-PP-ET

TRPPTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHGT

H0840003205425912 Stbnr: 93601 kodnr: 9-8657

LUSTER-P X DRASTIC-P X JEDI

99% RHA  DMS: 234-123  aAa: 342  B-Casein: A2A2  K-Casein: AB

MGD: Guided-Path Jedi Aruba

Tl L

(DCB-S/HA Genomic Evaluation 4/24 0 Dirs/0 Herds
Type: 1.85 UDC: 1.58 FLC: 0.78 BWC0.37 81%R  GTPI +2823

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1390 82%R NMS $814
Profein  0.03% 52 DWPS ST
Fat 0.03% 63 (MS $828

SCS 261 T79%R  MAS 24  TA%R  PL 5.0 78%R
v 15 75%R  DPR 0.6 77%R  HCQR 02 75%R

(R 13 77% H 03 SCE 3.0% 96%R
WIS $51 DCE 24% 70%R  DSB 3.6% 64%R
ws -S40 SR 12 95%R  MS 99  8O0%R
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COMBINATION

7H016105 EXELS COMBINATION-ET

TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T

H0840003221284374 Sthnr: 93759 kodnr: 9-8778

LOGISTICS X DOC X MONTROSS

99% RHA  DMS: 123234  aAa: 243 B-Casein: A1A2  K-Casein: BB

Exels Combination-ET

(DCB-S/HA Genomic Evaluation 4/24 0 Ditrs/0 Herds
Type: 3.01 UDC: 2.51 FLC: 2.08 BWC0.34  81%R  GTPI+2798

<J Tl - X

(DCB-S Genomic Evaluation 4/24 0 Dirs/0 Herds

Milk 1034 82%R NMS $607
Protein  0.05% 46 DWPS $267
Fat 0.11% 77 s S6l1

Health and Fertility 4/24
SCS 322 T79%R  MAS 1.2 72%R  PL 23 T7T%R
Vv 40 72%R DPR 04 77%R  HR 19 75%R

(R 02 71% H 04 SCE 39% 91%R
WIS -$275 DCE 2.9% 70%R  DSB 5.3% 64%R
WS 4 SR 24  91%R  MS 106 79%R

TROOPER

14H015179 PLAIN-KNOLL RENEGAD TROOPER

TRTPTCTYTVILTD T HHIT HHZT HH3T HHAT HHST HH6T

H0840003149934610 Sthnr: 93926 kodnr: 9-9096

RENEGADE X LEGENDARY X JOSUPER

99% RHA  DMS: 456-345  oAa: 432  B-Casein: A1A2  K-Casein: AB

Dtr: Stuessy Trooper Shoricake

Accelerated Genetics®

5
©
<

(DCB-S/HA Genomic Evaluation 4/24 90 Dirs/27 Herds
Type: 1.87 UDC: 1.36 FLC: 2.00 BWC1.08 92%R  GTPI +3089

(DCB-S Genomic Evaluation 4/24 337 Dirs/87 Herds

Milk 898 96%R NMS $960
Profein  0.13% 65 DWPS $841
Fat 0.26% m (MS $982

SCS 296 93%R  MAS 101 75%R  PL 44  88%R
Lv 03 82%R DPR 0.8 88%R  HCR 27 91%R

(R 26 88%R H 13 SCE 24% 99%R
WIS 895 DCE 3.1% 84%R  DSB 53% 82%R
WS S5 SR 01  99%R  MS 100 79%R
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7H014454 MR T-SPRUCE FRAZZ LIONELET

TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T

H0840003142490309 Stbnr: 93513 kodnr: 9-8604

FRAZZLED X MONTROSS X SUPERSIRE

98% RHA  DMS: 345-135 aAa: 423  B-Casein: A2A2  K-Casein: AA

Dtr: Synergy SSI Dixie 10672-ET

(DCB-S/HA Genomic Evaluation 4/24 648 Dirs/81 Herds
Type: 0.51 UDC:0.83  FLC:-0.87  BWC-0.76  99%R  GTPI+3062

Milk 3215 99%R NMS $1183
Protein  -0.02% 95 DWPS $1235
Fat 0.08% 149 (MS S1184

SCS 285 99%R  MAS 13 97%R  PL 26  98%R
v 25 92%R  DPR -46 98%R  HCQR 31 96%R

(R -1.T  98%R H -26 SCE 2.5% 99%R
WIS -562 DCE 3.1% 96%R  DSB 6.3% 94%R
ws 551 SR 0.1 98%R  MS 99  88%R

PARFECT

7H015085 SIEMERS RENGD PARFECT-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHGT

H0840003200124761 Sthnr: 93369 kodnr: 9-8566

RENEGADE X DELTA-LAMBDA X DENVER

99% RHA  DMS: 135-561  aAa: 324  B-Casein: A2A2  K-Casein: BB

Dir: Duckett Parfect Hallie-ET

SO0 ¢

(DCB-S/HA Genomic Evaluation 4/24 1470 Dirs/175 Herds
Type: 2.47 UDC:2.22  FLC:2.00 BWC1.47 99%R  GTPI +3044

IB/MACE-USA Evaluation 4/24 4868 Dirs/321 Herds

Milk 1140 99%R NMS $864
Profein  0.09% 6l DWPS S681
Fat 0.19% 100 (MS 881

SCS 288 99%R  MAS 27 B6%R  PL 41 91%R
v -1.8 77%R  DPR 09 96%R  HCR 21  97%R

(R 12 9% H 02 SCE 2.2% 99%R
WIS -Sle8 DCE 19% 97%R  DSB 3.7% 96%R
ws $2 SR 0.9 99%R  MS 103 91%R
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TAOS

7HO15112 LEANINGHOUSE TAOS-ET
TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T

H0840003151003682 Stbnr: 93363 kodnr: 9-8549

RENEGADE X JEDI X TATUM

99% RHA  DMS: 135-345  aAa: 324  B-Casein: A1A2  K-Casein: BB

"
©)
&

(DCB-S/HA Genomic Evaluation 4/24 533 Dirs/154 Herds
Type: 1.72 UDC: 1.28 FLC: 1.33 BWC 1.84 98%R  GTPI +3022

IB/MACE-USA Evaluation 4/24 ~ 2173 Dirs/374 Herds

Milk 1609 99%R NMS $877
Profein  0.08% 73 DWPS $726
Fat 0.06% 79 (MS $895

SCS 276 97%R  MAS 14  B2%R  PL 51  90%R
Lv 01 78%R  DPR 21 93%R  HQR -1.3 93%R

(R 49 93%R H 18 SCE 24% 98%R
WIS -S81 DCE 2.0% 95%R  DSB 4.3% 93%R
ws 543 SR -1 98%R  MS 103 87%R

A l O N s 0 4TH DAM: Seagull-Bay Oman Mirror-ET

29H019448 FB 7683 BILLY ALONSO-ET

TRTPTCTY TVTLTD TE HHTT HH2T HH3T HHAT HHST HH6T

H0840003200650524 Stbnr: 93165  kodnr: 9-8426

BILLY X FRAZZLED X DAMARIS

99% RHA  DMS:N/A  oAa: 342  B-Casein: A2A2  K-Casein: AA

(DCB-S/HA Genomic Evaluation 4/24 96 Dirs/18 Herds
Type: 0.41 UDC:0.60  FLC:-0.1 BWC-0.44  91%R  GTPI+2989

IB/MACE-USA Evaluation 4/24 347 Ditrs/58 Herds

Milk 1493 96%R NMS S1135
Protein  0.07% 68 DWPS N/A
Fat 0.26% 135 (MS S1148

SCS 302 93%R  MAS 08 75%R PL 48 87%R
v 1.5 75%R  DPR -22 84%R  HCR 2.0 88%R

(R 06 84%R FH -1I SCE 2.0% 97%R
WIS N/A DCE 2.3% 87%R  DSB 45% B84%R
WS N/A SR 11 75%R  MS 103 79%R
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7H015471 SYNERGY RENEGADE ZZ TOP-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHGT

H0840003209086217 Sthnr: 93167 kodnr: 9-8428

RENEGADE X ZIPIT-P X JOSUPER

99% RHA  DMS: 123135  oAa: 243 B-Casein: AIA2  K-Casein: BB

3OO ¢

(DCB-S/HA Genomic Evaluation 4/24 29 Dirs/17 Herds
Type: 1.49 unc: .37 FLC: 1.02 BWC0.35  88%R GTPI+2894

(DCB-S Genomic Evaluation 4/24 161 Dirs/48 Herds

Milk 1608 94%R NMS $813
Profein  0.06% 68 DWPS $764
Fat 0.07% 83 (MS $825

SCS 294 90%R  MAS 26 TA%R  PL 3.0 85%R
v 38 79%R  DPR 01 82%R  HCR 0.6 90%R

(R 15 83%R H 0.6 SCE 21% 98%R
WIS 520 DCE 1.8% 77%R  DSB 48% 73%R
WS 559 SR 1.6 97%R  MS 99  T9%R

7H014160 CHERRY-LILY ZIP LUSTER-P-ET

TRPCTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T

H0840003138843085 Stbnr: 92559 kodnr: 9-7852

ZIPIT-P X KINGBOY X SUPERSIRE

99% RHA  DMS: 234-123  aAa: 432516  B-Casein: A2A2  K-Casein: AB

Dir: 0'Connors Luster Love P

3OO0 ¢

(DCB-S/HA Genomic Evaluation 4/24 6311 Dirs/1755 Herds
Type: 2.57 unc: 2.17 FLC: 1.70 BWC-018  99%R  GTPI +2892

IB/MACE-USA Evaluation 4/24 16586 Dirs/3134 Herds

Milk 1592 99%R NMS $798
Profein  0.00% 49 DWPS $830
Fat 0.07% 81 (MS $803

S5 279 99%R  MAS 13 95%R  PL 35  99%R
Lv 02 93%R  DPR 04 99%R  HQR -04 98%R

(R 16 9% H 02 SCE 2.5% 99%R
WTS 38 DCE 2.3% 98%R  DSB 45% 98%R
WS 536 SR 0.7 99%R  MS 104 98%R
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250H014713 LEANINGHOUSE DURAN-ET
TRTPTCTYTVILTD T HHSC HHTT HH2T HH3T HHAT HH6T

H0840003145369491 Stbnr: 93609 kodnr: 9-8696

HOUSE X JEDI X BUTLER

99% RHA  DMS: 345-135 aAa: 312 B-Casein: A2A2  K-Casein: BB

Dir: 0’Connors Duran
Lau 2361

(DCB-S/HA Genomic Evaluation 4/24 861 Dtrs/338 Herds
Type: 1.87 UDC: 1.68 FLC: 0.52 BWC-0.36  85%R  GTPI+2732

IB/MACE-USA Evaluation 4/24 905 Dirs/352 Herds

Milk 1900 91%R NMS $665
Protein  0.02% 65 DWPS S674
Fat 0.03% 64 (MS S674

Health and Fertility 4/24

SCS 278 97%R  MAS 04 BO%R PL 24 BT%R
v 53 75%R  DPR -13 88%R  HCR -0.5 B83%R

(R 13 84% H 07 SCE 21% 80%R
WTS 38 DCE 2.6% 82%R  DSB 6.4% 74%R
s -562 SR N/A %R MS 95  96%R

Beskrivning egenskaper
SCS = Celltal medel 3.0
LIV = Livsvilia medel O % +/-
MAS = Mastit medel O % +/-
PL = Produktiv livslangd medel uttryckt ménader
DPR = Daughter pregnacy rate medel O 1 enhet = 4 dagar
HCR = Dotter fruktsamhet kvigor % +/-
CCR = Dotter fruktsamhet kor % +/-
Fl = Kombinerat Fertilitets index
SCE = Kalvningssvarigheter far % svara kalvningar
DCE = Kalvningssvarigheter morfar % svéra kalvningar
DSB = Dodfédslar morfar % déda inom 48 timmar
SCR = Sperma fertilitet uttryckt i % +/-
MS = Mjslkhastighet 100 medel
TYPE = Helhetsbedémning exterior
UDC = Juver index
FLC = Ben index
BWC = Kroppsvikt index
NMS = Ekonomiskt total index
TPI = Total index Produktion, Halsa, Exterior

ZHB
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LIONEL +3215
SLEDGEHAMMER +2112
DURAN +1900

LONGFELLOW  +1888
FRANKFURT +1853

PL ( overlevande tal)

DECREE +6.6
OURO +6.5
EASTON-P +6.4
SOYSAUCE +6.3
EVENTIDE-P +6.1
TYP

HARDY +3.23
COMBINATION +3.01
PARTAKE +2.92
HAS IT ALL +2.85
ZOAR +2.79

FETT + PROTEIN Lbs

LIONEL +244
LONGFELLOW  +213
PHOENIX +212
BOATSHOW  +207
ALONZO +203

TAOS +1.8
GORDON +1.5
KAREEM +1.4
OURO +1.4
HIMESH +1.3
HARDY +2.94

PARTAKE +2.53

COMBINATION +2.51
HARMONY +2.51
COMRIE +2.44

HARDY +4.0
BOATSHOW  +2.9
PARTAKE +2.5
COMBINATION +2.4
GENIUS +2.3

Mjolk hastighet

GENIUS 107
COMBINATION 106
ZOAR 106
GORDON 105
MACARONI 105

COMBINATION +2.08

HARDY +2.02
PARFECT +2.00
PARTAKE +1.80
LUSTER-P +1.70

APRIL bedomningen 2024 dr en riktig hit med 6 av Topp10TPI avkommebedomda tjurar

frain WWS eller ABS.

TROOPER &r en ny avkommebeddmd robot tjur vi valt att ta in. PAYLOAD fick sin avkommebeddmning och
ar nu 5:a med 3095 TPI med &r tyvarr déd, men hans son FEARLESS finns i lager. GAMEDAY sdnerna

BOATSHOW,GETAWAY,GENIUS och RAITON steg generellt d& GAMEDAY starkte sig. Nya genomtjurar ar

bl.a PHOENIX med hela +212 fett och protein och +2,35 i TYP samt robottjurarna KAREEM och EASTON-P.
Vi har nog véran bésta tjurkatalog hittills med 7 tjurar éver +3100 TPl och 4 tjurar éver +1100 NM$.
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