


29H021849 BLUMENFELD SAMSUN-ET
TRTPTCTYTVTLTD TE HHTT HH2T HHT HHAT HHST HHl6T

H0840003272185768 Stbnr: 94096 kodnr: 99210

SHEEPSTER X GAMEDAY X PURSUIT

99% RHA  DMS: 123126 oAa: 432  B-Casein: A1A2  K-Casein: AB

INDEXES

™
NM$
DWP$
HHP$
FE$

PRODUCTION 0Dirs/ O Herds  80% Rel.

PTAM 922
PTAP | 50
PTAP %  0.07
PTAF | 96
PTAF % | 0.21

TYPE O0Dirs/OHerds  79%Rel.

PTAT | 0.93
upC | 0.76
FLC
BWC -0.18

HEALTH AND FERTILITY TRAITS

MaST 29N

FI 0.3 75
SCR  NA
SCE 2.5 63%
DCE 3.0 60%

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

25% 50% 75% 100%

Bottom 25% 25%- 50% 50%-75% M| W Top25%

GUSA-HA Evaluation 4/25

Storlek Lag
Styrka Vek
Kroppsdjup Grund
Mjolktyp Téta revben
Kors bredd Smalt
Korsluttning ~ |Hoga barben
Ben sidan Rak
Ben bakifran Tat
Kotvinkel Lag
Ben bedémning Lag
Fram juver Svagt
Bakjuver hojd Lag
Bakjuver bredd Smalt
Juverligament Svagt
Juver djup Djup
Spenplac fram Vid
Spenplac bak Vid
Spenlangd Kort.

0 Dirs/0 Herds
1 0.04 Reslig

-0.01 Starkt

-0.04 Djup

0.66 Oppna revben

0.79 Brett

-0.28 Sluttande

0.28 Vinklad

0.70 Parallell

0.60 Hog

0.75 Hog

0.93 Starkt

0.59 Hog

0.94 Brett

0.35 Starkt

0.65 Grund

0.66 Tat

0.65 Tat

0.39 Lang

250H017022 AOT BEYOND FIGARO KNACK-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003253835727 Sthnr: 94184 kodnr: 99225
FIGARO X DELUXE X BIGGELO

oAa: 243 B-Casein: A1A2  K-Casein: AB

99% RHA ~ DMS: 246-234

INDEXES

™
NM$
DWP$
HHP$
FE$

PRODUCTION 0Dirs/ O Herds  81% Rel.
PTAM 602 § +
PTAP 43

PTAP % |0.09
PTAF 107
PTAF % | 0.30

GENERVATIONS

TYPE 0Dirs/OHerds  80% Rel.

GUSA-HA Evaluation 4/25

o A sorek Lég
UoC RSO \ styke vek
FIC | 0.55 & Kroppsdjup Grund
BWC | 0.06 Mjolktyp Tata revben
Kors bredd Smalt’

HEALTH AND FERTILITY TRAITS h PR
Korsluttning  |Hoga barben
SCS | 2.85 77% Ben sidan Rak
MAST (26— Ben bakifran Tat
PL 2.4 76% Kotvinkel Lag

s 0

u 1.5 73% Ben beddmning Lag

Fl 0.2 75% h " S
scr [2EISSH— Ll vagt
SCE 2.0 7% Bakjuver hojd Lag
oce S Baluverbredd _ Smalt
DSB% 3.7 5% . Juverligament Svagt

CDCB and HA Genomic Eval.
Ms [OSNTEIIIII 425, cON Genomic Bval 425, Juver djup Diup
Zoetis 25 Spenplac fram Vid
25% 50% 75% 100% penp

Spenplac bak Vid
Bottom 25% 25%-50% 50%-75% [ 1 M Top 25% Spenléngd Kort

y] www.hbgenetics.com

0 Dirs/0 Herds

0.67 Reslig
0.53 Starkt
0.85 Djup
1.53 Oppna revben
1.05 Brett
-0.02 Sluttande
1.45 Vinklad
0.72 Parallell
0.35 Hog

0.71 Hog
1.42 Starkt
1.94 Hog

2.19 Brett
0.63 Starkt
0.72 Grund
0.63 Tat

0.75 Tat

-0.22 Lang




ASSIST

7H017378 TTM SHEEPSTER ASSIST-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HH4T HHST HH6T

H0840003250310076 Stbnr: 94183 kodnr: 9-9224

SHEEPSTER X PARFECT X LEGACY

99% RHA  DMS: 135123 oAa: 312 B-Casein: A1A1  K-Casein: AB

INDEXES

™
NM$
DWP$
HHP$
FE$

PRODUCTION  0Dirs/ O Herds ~ 80% Rel.
PTAM 775 ’5
PTAP |53
)

PTAP %  0.10
PTAF 107
PTAF % | 0.28

TYPE 0Dtrs/ OHerds  79% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

PTAT Storlek Lag I 0.94 Reslig
upC  0.42 Styrka Vek I 0.84 Starkt
FIC Kroppsdjup Grund I 0.80 Djup
swe (oS Mijolktyp Tata revben — 1,06 Oppna revben
Kors bredd Smalt | 1.43 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ |Hoga barben | -0.24 Sluttande
SCS  2.89 76% Ben sidan Rak — 0.50 Vinklad
masT SR Ben bakifran Tat I | 1.74 Parallell
PL [T Kotvinkel Lsg —— 1.04 Hog
“:I 0‘;‘5 ;gz: Ben bedémning Lag ] 1.21 Hog
SCR NA Fram juver Svagt I 0.53 Starkt
SCE 2.5 3% Bakjuver hojd Lag I 0.86 Hog
DCE 2.6 5% 3 R Bakjuver bredd Smalt | 1.44 Brett
DSB% | 5.0 58% . Juverligament Svagt — 0.72 Starkt
CDCB and HA Genomic Eval.
Ms 4-25,CDN Genomic Eval. 4-25, Juver djup Djup 1 0.02 Grund
Zoetis 4-25 N "
259% 50% 759% 100% Spenplac fram Vid | -0.37 Tat
Spenplac bak Vid ] 0.06 Tat
Bottom 25% 25%-50% 50%-75% W1 M Top 25% Spenlangd Kort | 1.00 Lang

TUBMAN

250H017513 AURORA TUBMAN-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HH4T HHST HH6T
H0840003259995104 Sthnr: 94185 kodnr: 9-9226
SHEEPSTER X PARFECT X RAPID

99% RHA  DMS:  aAa:  B-Casein: A2A2  K-Casein: AB

INDEXES

i
NM$
DWP$
HHP$
FE$

GENERVATIONS

5“§

PRODUCTION 0Dirs/ OHerds  80%Rel.

PTAM | 1503
PTAP |52
PTAP %  0.01
PTAF 74
PTAF %  0.04

TYPE 0Dirs/OHerds  79% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

o TR storek Lég p— 043 Reslg
Y ] styrka vek p— 068 starke
FLC AL Kroppsdiup Grund — 0.4 Diup
swe [oss Mijélktyp Tata revben — 0.78 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt’ | 1.62 Brett
Korsluttning  |Hoga barben I -0.60 Sluttande
SCS | 2.90 76% Ben sidan Rak | 1.71 Vinklad
MAST SR Ben bakifran Tat IS 1.74 Parallell
P a2 s Kotvinkel Lsg — 056 Hog
" RS —— T — e
j I
SR NA Fram juver Svagt 1.45 Starkt
SCE 2.4 63% Bakjuver hojd Lag ——— 1.57 Hég
DCE 2.2 60% Bakjuver bredd Smalt | 1.74 Brett
DSB % | 4.7 58% . Juverligament Svagt —_— 0.38 Starkt
CDCB and HA Genomic Eval.
Ms (102 76% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup ] 0.68 |Grund
Zoetis 4-25
25% 50% 75% 100% Spenplac fram Vid 0.31 Tat
Spenplac bak Vid ] 0.31 Tat
Bottom 25% 25% - 50% 50%-75% W1 M Top 25% Spenlangd Kort - 0.19 Lang
EHB www.hbgenetics.com 3




29H021599 T-SPRUCE DNVO JACKPOT-ET
TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T

H0840003258179063 Stbnr: 94180 kodnr: 99215

MONTANA X TAOS X LIONEL

99% RHA  DMS:  oAa: 243  B-Casein: A2A2  K-Casein: AA

INDEXES

TP [ 3283
NM$  [884
HHP$ [ 846
FE$ 297

PRODUCTION  0Dirs/ O Herds  79% Rel.

PTAM 1843
PTAP | 59
PTAP %  0.00
PTAF 101
PTAF %  0.09

TYPE 0Dtrs/OHerds  78% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

PTAT | 0.69 .
uDC  0.51 Storlek Lag I 1.18 Reslig
FIC -0.42 Styrka Vek —_— -0.29 Starkt
BWC -0.52 Kroppsdjup Grund | -0.12 Djup
Mijolktyp Téta revben ] 1.31 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt - 0.24 Brett
5CS  2.97 75% Korsluttning ~ Hoga barben ] 0.29 Sluttande
MAST 0.8 71% Ben sidan Rak I 0.51 Vinklad
PL 2.5 T74% Ben bakifran Tat | -0.54 Parallell
- -1.6 72% Kotvinkel Lig ] 0.18 Hog
- 5
fl 0.2 74% Ben bedomning Lag ' -0.04 Hog
Scr INA F j S I 0.65 Stark
sce T ram juver vagt X tarkt
bl 1 Bakjuver hojd Lag E— 0.95 Hog
DSB% 4.0 6% Bakjuver bredd Smalt | 1.06 Brett
Ms [103 76% Juverligament Svagt _— 0.33 Starkt
CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25, Juver djup Djup I 0.53 Grund
25% 50% 75% 100% Zoetis 4-25 . .
Spenplac fram Vid I 0.50 Tat
Spenplac bak Vid I 0.69 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenlangd Kort. I 0.62 Lang

MARLON

7HO017273 AR-JOY CU VG MARLON-ET

TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003205425997 Stbnr: 94094 kodnr: 99173
VAN GOGH X PARFECT X EISAKU

99% RHA ~ DMS: 561-135  oAa: 462  B-Casein: A2A2  K-Casein: AB

INDEXES

TP [ 3280
NM$ (785
DWP$ | 997
HHP$ 878
FE$ 230

PRODUCTION 0Dirs/ OHerds  80%Rel.

PIAM [1331 5
PTAP |52

PTAP %  0.03

PTAF | 84
PTAF %  0.10
'.

TYPE 0Dns/OHerds  79% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
praT 10,99 Storlek Lag I 0.46 Reslig
ubc | 0.72 Styrka Vek I 0.77 Starkt
by Kroppsciup rund — 032 biup
swe [ozal Mjolktyp Tata revben - 0.25 Oppna revben
Kors bredd Smalt I 1.02 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  Hoga barben L | -1.12 Sluttande
SCS | 2.85 75% Ben sidan Rak - 0.14 Vinklad
MAST [3.1 72% Ben bakifran Tat I 1.68 Parallell
PL 42 75% Kotvinkel Lag ] 0.92 Hog
uv K108/ Ben bedémning Lag | 0.85 Hog
A SO Fram juver Svagt — 1,06 Starkt
SCR 1.6 61%
SCE 2.2 3% Bakjuver hojd Lag I 1.15 Hog
DCE 1.8 58% . i Bakjuver bredd Smalt | 1.38 Brett
DSB% | 4.6 56% . Juverligament Svagt — -0.33 Starkt
CDCB and HA Genomic Eval.
Ms (99 T76% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup ] 0.56 |Grund
5% 50% 5% 100% Zoetis 425 Spenplac fram Vid _— -0.34 Tat
Spenplac bak Vid I -0.64 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort — 0.42 Lang
a4 www.hbgenetics.com HBGenetic




BOATSHOW

250H016420 BOMAZ BOATSHOW-ET

TRTPTCTY TV LD MW HHIT HH2T HH3T HH4T HHST HH6T

H0840003242205968 Stbnr: 93800 kodnr: 9-8791

GAMEDAY X JURASSIC X YODA

99% RHA  DMS: 561-135  oAa: 342 B-Casein: A2A2  K-Casein: AB

INDEXES

TP [3270
NM$ 761
DWP$ | 834
HHP$ [ 873

FE$ | 259

PRODUCTION 0Dirs/ O Herds  82%Rel.
PIAM 427 5 +
PTAP 42

PTAP % | 0.10
PTAF | 108
PTAF % | 0.34

GENERVATIONS,

Bomaz Boatshow-ET

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

TYPE 0Dirs/OHerds  81%Rel. E

o T storek Lég p— 034 Reslg
ubcC | 0.93 Styrka Vek I 0.74 Starkt
FIC 0.09 Kroppsdjup Grund I 0.60 Djup

Bwe [oea—— Mjolktyp Tata revben ] 0.52 Oppna revben
Kors bredd Smalt’ I 0.92 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben I -0.75 Sluttande
SCS [2.66 79% Ben sidan Rak  — 0.35 Vinklad
MAST (1.7 74% Ben bakifran Tat [} -0.02 Parallell
PL 2.5 78% Kotvinkel Lag — 0.58 Hog
K %
“;’I ;: ;;n" Ben beddmning Lag — 0.32 Hog
-0. %
j |
scr R Fram juver Svagt 1.44 Starkt
SCE 2.6 9% Bakjuver hojd Lag I 1.17 Hog
DCE 3.6 70% =} Bakjuver bredd Smalt ] 1.47 Brett
DSB% | 4.7 65 . Juverligament Svagt I -0.02 Starkt
CDCB and HA Genomic Eval.
Ms (103 79% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup — 0.98 Grund
Zoetis 4-25 N "
25% 50% 75% 100% Spenplac fram Vid | 0.15 Tat
Spenplac bak Vid | -0.02 Tat
Bottom 25% 25% - 50% 50% - 75% W Top 25% Spenlangd Kort L -0.13 Lang

FRONTENAC

7HO017256 AURORA FRONTENAC-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003259995043 Stbnr: 94093 kodnr: 9-9172

KAHN X PARFECT X RAPID
99% RHA  DMS:  oAa:  B-Casein: A2A2  K-Casein: AA

INDEXES

TPl [ 3266
NM$ 763
DWP$ | 945
HHP$ [ 897
FE$ |254

PRODUCTION 0Dtrs/ O Herds ~ 81%Rel.

PTAM 11511
PTAP |55
PTAP %  0.02
PTAF |91
PTAF %  0.10

TYPE 0Dirs/OHerds  80% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
& |

<
&

PTAT [1.03 Storlek Lag -0.07 Reslig
upc | 0.70 Styrka Vek I 0.65 Starkt
FIC 0.01 Kroppsdjup Grund I 0.31 Djup
BWC [0.47 Mijolktyp Téta revben — 0.60 Oppna revben
Kors bredd Smalt I 1.62 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  Hoga barben | -0.14 Sluttande
SCS 274 11% Ben sidan Rak ] 0.84 Vinklad
MAST [2.8  71% Ben bakifran Tat I 0.33 Parallell
PL3T 76% Kotvinkel Lag - -0.18 Hog
u -7 73:& Ben bedémning Lag | -0.06 Hog
SCFRI :: e Fram juver Svagt — 0.45 Starkt
SCE 2.6 3% Bakjuver hojd Lag I 1.17 Hog
DCE 2.8 61% d H Bakjuver bredd Smalt | 1.80 Brett
DSB % 5.7 600 . Juverligament Svagt 1 0.03 Starkt
CDCB and HA Genomic Eval.
Ms 198 77% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup — -0.52/Grund
25% 50% 75% 100% Zoetis 425 Spenplac fram vid ] 0.09 Tat
Spenplac bak Vid I 0.45 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort — 0.27 Lang
XHBG Bl www.hbgenetics.com 5




ODAYLE

7H017375 LADYS-MANOR EAST ODAYLE-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHT
H0840003272026202 Stbnr: 94095 kodnr: 9-9174
EASTON X GAMEDAY X GRANITE

99% RHA  DMS: 561-135  oAa: 243 B-Casein: AIA2  K-Casein: AB

INDEXES

TP 3257
NM$ 785
DWP$ (712
HHP$ | 781
FE$ | 226

PRODUCTION  0Dirs/ O Herds ~ 80% Rel.

PTAM 686
PTAP 42
PTAP %  0.07
PTAF 71
PTAF %  0.16
TYPE 0Dirs/OHerds  79% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
& |

L 1-Lp

PTAT [1.05 Storlek Lag 0.14 Reslig
e Mo Styrka Vek - -0.20 Starkt
FIC [0.36 Kroppsdjup Grund 1 0.03 Djup
BWC -0.48 Mijolktyp Téta revben I 1.15 Oppna revben
Kors bredd Smalt’ I 0.99 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben | -0.38 Sluttande
SCS | 2.85 76% Ben sidan Rak I 0.53 Vinklad
MAST (1.9 72% Ben bakifran Tat ] 0.06 Parallell
PL 3.3 75% Kotvinkel Lag - 0.14 Hég
v 0.7 7% Ben bedémning Lag I 0.48 Hog
schl L: 1% Fram juver Svagt I 0.95 Starkt
sce T Bakjuver hojd Lag — 1.32 Hég
DCE 1.8 58% Bakjuver bredd Smalt L} 1.72 Brett
DSB% 3.5 56% . Juverligament Svagt I 0.72 Starkt
CDCB and HA Genomic Eval.
Ms (106 77% 4-25, CDN Genornic Eval.4-25, Juver djup Djup — 0.31 Grund
o o — 100 Zoetis 4-25 Spenplac fram vid — 0.86 Tat
Spenplac bak Vid I 0.90 Tat
Botiom 25% 25%- 50% 50%- 75% M Top 25% Spenlangd Kort - -0.13 Lang

7HO17107 T-SPRUCE ESQUIRE KAREEM-ET
TRTPTMTCTY TVILTD TE HHIT HH2T HH3T HHAT HHST Hil6T
H0840003260815016 Stbnr: 93925 kodnr: 99094
ESQUIRE X PARFECT X LIONEL

99% RHA  DMS:  oAa:  B-Casein: A2A2  K-Casein: AA

INDEXES

T [3251
NM$ 616
DWP$ 644
HHP$ (755
FE$ (191

PRODUCTION 0Dirs/ OHerds ~ 81%Rel.

PTAM (1117 §
PTAP |49

PTAP %  0.05

PTAF 67
PTAF %  0.08 .
TYPE 0Dns/OHerds  79% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
PTAT _ Storlek Lag I 0.42 Reslig
uoc [EZ Styrka Vek — 0.58 Starkt
Fic TSN Kroppsdiup Grund . 008 biup
BWC [0.46 Mijélktyp Téta revben — 0.38 Oppna revben
Kors bredd Smalt I 0.72 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  Hoga barben | -0.98 Sluttande
SCS | 2.81 76% Ben sidan Rak [ | -0.06 Vinklad
MAST 1.0 72% Ben bakifran Tat I 1.83 Parallell
PL 3.0 76% Kotvinkel Lag I 0.87 Hog
W KGR Ben bedémning Lag —— 1.12 Hog
f RS Fram juver Svagt I 1.29 Starkt
SCR  -0.5 76%
SCE 2.1 7% Bakjuver hojd Lag 1.84 Hog
DCE 2.3 71% = | Bakjuver bredd Smalt I 1.97 Brett
DSB % | 5.1 65% . Juverligament Svagt | -0.23 Starkt
CDCB and HA Genomic Eval.
Ms (102 78% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup I 0.73 |Grund
5% 50% 5% 100% Zoetis 25 Spenplac fram Vid - -0.12 Tét
Spenplac bak Vid | -0.01 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort — 0.65 Lang
6 www.hbgenetics.com HB




CALEB-P

29H021248 DENOVO 2476 CALEB-P-ET

TRPCTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHT

H0840003234522476 Sthnr: 94179 kodnr: 9-9214
MAXWELL-P X ACURA X CRIMSON

99%RHA  DMS:  aAa: 324  B-Casein: A1A2  K-Casein: AE

INDEXES

TP [ 3248
NM$  [886
HHP$ [ 836

FE$ [261

PRODUCTION  0Dirs/ OHerds ~ 81%Rel.

PTAM 1186
PTAP |47
PTAP %  0.03
PTAF |92
PTAF %  0.16

TYPE 0Dtrs/OHerds  78% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
& |

PTAT  0.43 "
e 0.14 Storlek Lag -0.27 Reslig
FC | 0.46 Styrka Vek — -0.32 Starkt
BWC -0.63 Kroppsdjup Grund — -0.40 Djup
Mijolktyp Téta revben I 0.52 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt — -0.38 Brett
SCS  2.90 77% Korsluttning  Héga barben L] 0.17 Sluttande
MAST 0.0 71% Ben sidan Rak | 0.29 Vinklad
PL 3.8 75% Ben bakifran Tat I 0.59 Parallell
v [2.9 7% Kotvinkel Lag - -0.15 Hog
sc: °2'33 ;‘7‘25 Ben bedémning Lag — 0.35 Hog
-2, % .
SCE (1.9 74 Fram juver Svagt | 0.11 Starkt
DCE [1.9 70% Bakjuver hojd Lag o 0.32 Hog
DSB% 3.9 64% Bakjuver bredd Smalt | 0.33 Brett
MS 100 78% . Juverligament Svagt — -0.65 Starkt
CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25, Juver djup Djup - 0.13 Grund
25% 50% 75% 100% Zoetis 4-25 . .
Spenplac fram Vid I -0.60 Tat
Spenplac bak Vid I -0.64 Tat
Bottom 25% 25%-50% 50% - 75% Top 25% Spenlangd Kort u 0.10 Lang

29H021135 DENOVO 2404 GRENADE-ET
TRTPTCTY TV ILTD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003234522404 Stbnr: 94031 kodnr: 9-9119
GOLDEN X TAOS X HUEY

99% RHA  DMS:  aAa:  B-Casein: A1A2  K-Casein: BB

INDEXES

P (3246
NM$ (751
HHP$ 899

FE$ 242

PRODUCTION 0Dirs/ OHerds ~ 81%Rel.

PTAM 307
PTAP 45
PTAP % |[0.13
PTAF |92
PTAF % | 0.30

TYPE O0Dirs/OHerds  78% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

PTAT  0.46 .
e 0.07 Storlek Lag I 0.81 Reslig
FIC |0.52 Styrka Vek — 0.48 Starkt
BWC [0.50 Kroppsdjup Grund ] 0.21 Djup
Mijolktyp Téta revben - 0.22 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd smalt — 030 Brett
scs 125730750 Korsluttning  Hoga barben - 0.28 Sluttande
MAST [ 3:3° 71% Ben sidan Rak - -0.17 Vinklad
PL 2.5 75h Ben bakifrén Tat I 0.56 Parallell
v 0.5 72% Kotvinkel Lag I 0.74 Hog
SCFRI :‘: 4% Ben bedémning Lag ] 0.68 Hog
sce 2 76 Fram juver Svagt L 0.18 Starkt
DCE 1.8 71% Bakjuver hojd Lag ] 0.45 Hog
DSB % [ISi2NNg5H Bakjuver bredd Smalt | 0.38 Brett
Ms  [104 77% . Juverligament Svagt 1 -0.03 Starkt
CDCB and HA Genomic Eval.
4-25, CDN Genomic Eval. 4-25, Juver djup Djup I 0.63 Grund
25% 50% 75% 100% Zoetis 4-25 . .
Spenplac fram Vid I -0.72 Tat
Spenplac bak Vid I -0.63 Tat
Bottom 25% 25%-50% 50%-75% Top 25% Spenlangd Kort I 0.80 Lang
HBGE”E" www.hbgenetics.com 7




7HO17700 HAVEITALL BLAKELY HINGE-ET
TRTPTMTCTY TV TLTD TE HHTT HHZT HH3T HHAT HEHST HHGT
H0840003277629429 Stbnr: 94099 kodnr: 9-9219
BLAKELY X PARFECT X DOC

99% RHA  DMS: 123135  oAa: 234  B-Casein: A2A2  K-Casein: AB

INDEXES @
TPl [ 3234
NM$ 474
DWP$ 435
HHP$ 575
FE$ 138
PRODUCTION  00Dtrs/ O Herds ~ 80% Rel.
PTAM 874 §
PTAP | 39
PTAP %  0.04
PTAF 61
PTAF %  0.09
o o
TYPE 0Dns/OHerds  79% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
PTAT _ Storlek Lag I 2,09 Reslig
UDC 8 styrka vek e— 113 star
FC [Ias— Kroppsdjup Grund E—— 1.39 Djup
BWC _ Mjélktyp Tata revben 1.99 Oppna revben
Kors bredd Smalt 2.45 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben I 0.84 Sluttande
SCS  2.92 74% Ben sidan Rak u -0.06 Vinklad
MAST (1.4 72% Ben bakifran Tat I—— 1.97 Parallell
PL 2.3 75% Kotvinkel Lag e 1.60 Hog
S %
v 1.8 7% Ben bedémning Lag I 1.71 Hég
Fi (0.8 74k Fram i 5 2.49 stark
.|
SCR NA ram juver vagt .49 Starkt
SCE 2.2 3% Bakjuver hojd Lag 3.17 Hég
DCE [1.9 5% Bakjuver bredd Smalt I 3.42 Brett
DSB% 4.2 56% . Juverligament Svagt ] 1.60 Starkt
CDCB and HA Genomic Eval.
Ms (104 76% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup 2.03 Grund
Zoetis 4-25
25% 50% 759 100% Spenplac fram Vid 1.00 Tat
Spenplac bak Vid ] 1.38 Tat
Bottom 25% 25% - 50% 50% - 75% W Top 25% Spenlangd Kort - 0.18 Lang

29H021537 T-SPRUCE DENOVO ZEST-ET
TRTPTCTYTVILTO TE HHTT HHZT HH3T HHAT HHST HH6T
H0840003258178807 Stbnr: 94091 kodnr: 99163
LEEDS X GAMEDAY X RENEGADE

oAa: 243 B-Casein: A2A2  K-Casein: BB

99% RHA ~ DMS:

INDEXES
1 [3231
NM$ [ 852
HHP$ [ 822
FE$ |263
PRODUCTION  0Dirs/ OHerds ~ 79% Rel.
PTAM | 871
PTAP 45
PTAP %  0.06
PTAF |92
PTAF % |0.21
TYPE 0Dirs/ OHerds  78% Rel.
JE— GUSA-HA Evalvation 4/25 0 Dtrs/0 Herds
uDC  0.38 Storlek Lag I 0.43 Reslig
FIC -0.32 Styrka Vek I -0.44 Starkt
BWC -0.88 Kroppsdjup Grund u -0.10 Djup
Mijolktyp Téta revben I 1.30 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt | -0.26 Brett
scs [2.81 75 Korsluttning  Hoga barben I 0.63 Sluttande
MAST 1.0 71% Ben sidan Rak ] 1.53 Vinklad
PL 137 74% Ben bakifran Tat — -0.46 Parallell
uw 0.2 72% Kotvinkel Lag — -0.35 Hog
o4 4% Ben bedémning Lag || -0.06 Hog
SCR  NA
SCE (2.0 4 Fram juver Svagt ] 0.24 Starkt
DCE 2.2 60% Bakjuver hojd Lag I 0.87 Hog
DSB% 4.2 59% Bakjuver bredd Smalt | 0.95 Brett
Ms  [103 7% . Juverligament Svagt — -0.40 Starkt
CDCB and HA Genomic Eval.
4-25, CDN Genomic Eval. 4-25, Juver djup Djup ] 0.39 Grund
25% 50% 75% 100% | Zoetis4-25 - N
Spenplac fram Vid — -0.39 Tat
Spenplac bak Vid I -0.56 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort - 0.20 Lang
8 www.hbgenetics.com HB




29H020836 PINE-TREE 8418 GAMED 141-ET
TRTPTCTYTVTLTD MW HHIT HH2T HH3T HHAT HHST HH6T
H0840003231545259 Stbnr: 93606 kodnr: 9-8687
GAMEDAY X PURSUIT X ACHIEVER

99%RHA  DMS:  oAa:  B-Casein: A1A2  K-Casein: AA

INDEXES

TP [3229
NM$ (772
DWP$ ' 587
HHP$ 734
FE$ | 239

PRODUCTION 0Dirs/ O Herds ~ 83% Rel.

PTAM 394
PTAP 26
PTAP %  0.05
PTAF |93
PTAF % | 0.29
o o
TYPE 0Dns/OHerds  82% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
P [ESA— Storlek Lég — 0.77 Reslg
UoC 2B styka vek . 008 starkt
FIC 1 0.23 Kroppsdjup Grund | 0.32 Djup
BWC -0.47 Mijolktyp Téta revben 1.89 Oppna revben
Kors bredd Smalt’ I 1.58 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ |Hoga barben L | -1.13 Sluttande
SCSs  [2.75 80% Ben sidan Rak I 1.42 Vinklad
MAST (1.6 75k Ben bakifran Tat m 0.12 Parallell
PL 2.6 78% Kotvinkel Lag 1 -0.04 Hog
z 0
“; °°'15 ;gﬂ/“ Ben bedémning Lag — 0.53 Hog
. o
j |
scr 2@ Fram juver Svagt 1.10 Starkt
SCE 2.4 9% Bakjuver hojd Lag — 1.66 Hog
DCE 2.6 70% Bakjuver bredd Smalt I 2.21 Brett
DSB% 3.9 65% . Juverligament Svagt I 0.56 Starkt
CDCB and HA Genomic Eval.
Ms (106 79% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup I 0.97 Grund
Zoetis 4-25
25% 50% 759 100% Spenplac fram Vid 0.84 Tat
Spenplac bak Vid I 0.79 Tat
Bottom 25% 25% - 50% 50% - 75% W Top 25% Spenlangd Kort I 0.47 Lang

250H017108 T-SPRUCE ESQUIRE ESKIL-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003260815034 Sthnr: 94097 kodnr: 9-9175
ESQUIRE X CONWAY X LIONEL

99% RHA  DMS: 234-123  aAa: 354 B-Casein: A2A2  K-Casein: AA

INDEXES

TPl [ 3228
NM$ | 661
DWP$ 583
HHP$ | 761
FE$ 203

GENERVATIONS

PRODUCTION 0Dirs/ OHerds  82%Rel.

= ] -0

PTAM [ 1169
PTAP 44
PTAP%  0.02
PTAF 72
PTAF %  0.09
TYPE 0Drs/OHerds  79% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
T oo Storlek Lag I 1.59 Reslig
e @ Styrka Vek I 1.02 Starkt
FLC _ Kroppsdjup Grund I 1.09 Djup
swe [ozol Mjolktyp Tata revben — 1.38 Oppna revben
Kors bredd Smalt I 0.95 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  |Hoga barben | -0.15 Sluttande
SCS | 2.87 11% Ben sidan Rak | 1.15 Vinklad
MAST (2.0 72% Ben bakifran Tat I 1.36 Parallell
PL 3.0 76% Kotvinkel Lag I 0.81 Hog
w02 73 Ben beddmning Lag — 1.47 Hog
Fl -0.3 75%
SCR [-0.5 9% Fram juver Svagt 1.88 Starkt
SCE 2.3 7% Bakjuver hojd Lag 1.84 Hog
DCE 2.4 71% =] Bakjuver bredd Smalt I | 1.85 Brett
DSB% 4.9 65% X Juverligament Svagt. — 1.00 Starkt
CDCB and HA Genomic Eval.
Ms (102 76% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup I 1.70 Grund
25% 50% 75% 100% Zoetis 425 Spenplac fram vid I 0.67 Tat
Spenplac bak Vid I 0.78 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort ! 0.02 Lang
HB www.hbgenetics.com 9




PEOSTA-P

29H021452 DENOVO 2091 PEOSTA-P-ET

TRPCTCTY TV TLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003234522091 Sthnr: 94181 kodnr: 99216
PRISTINE-P X LAKER X FRAZZLED

99%RHA  DMS:  oAa: 462  B-Casein: A2A2  K-Casein: AB

INDEXES
TP [3216
NM$ (918
HHP$ | 847
FE$ [279
PRODUCTION 0 Dirs/ O Herds ~ 80% Rel.
PTAM 1007
PTAP 44
PTAP %  0.04
PTAF |96
PTAF %  0.20
TYPE 0Dirs/ OHerds  78% Rel.
o
— GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
uC  0.14 Storlek Lag | -0.46 Reslig
FIC  0.01 Styrka Vek — -0.40 Starkt
BWC -0.83 Kroppsdjup Grund — -0.40 Djup
Mijolktyp Téta revben I 0.72 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt — -0.37 Brett
sCs | 2.87 74% Korsluttning ~ Hoga barben L -0.16 Sluttande
MAST (1.1 71% Ben sidan Rak | 0.38 Vinklad
PL 4. 75% Ben bakifran Tat — -0.46 Parallell
v ERaT2 Kotvinkel Lig — -0.58 Hog
Fl 0.0 74% P 2 5
Ben bedémning Lag ] 0.06 Hog
S INA F j Svagt | 0.16 Starkt
sce 119G ram juver vag -0. ar
DCE 2.1 58% Bakjuver hojd Lag — 0.61 Hog
DSB% 4.2 56% Bakjuver bredd Smalt | 0.59 Brett
Ms [103 76% . Juverligament Svagt — -0.58 Starkt
CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25, Juver djup Djup | -0.21 Grund
25% 50% 75% 100% Zoetis 4-25 . .
Spenplac fram Vid | -1.11 Tat
Spenplac bak Vid | -1.04 Tat
Bofiom 25% 25% - 50% 50%- 75% Top 25% Spenlangd Kort - 0.26 Lang

29H021331 DENOVO 2485 SWAGGER-ET

TRTPTCTY TVTLTD T HHIT HH2T HH3T HHAT HHST HHoT
H0840003234522485 Stbnr: 94092 kodnr: 9-9171
VENOM X TAOS X HUEY

99% RHA ~ DMS:

INDEXES

™
NM$
HHP$

FE$

PRODUCTION 0 Dirs/ 0 Herds

PTAM
PTAP
PTAP %
PTAF
PTAF %

TYPE 0 Dirs/ O Herds

PTAT
upc
FLC
BWC

3202
724
808
246

1145
54
0.06
94
0.17

78% Rel.

0.27
-0.14
0.40
0.64

HEALTH AND FERTILITY TRAITS

DSB %

Bottom 25%

10

2.95 76%
0.2 7%
2.2 75
-0.4 2%
0.4 74
0.8 62%
2.5 4%
1.8 7%
4.5 65%
100 77%

25% 50%

25%- 50% 50%-75%

81% Rel.

75%

Top 25%

0Aa: 4236 B-Casein: A1A2  K-Casein: BB

100%

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

GUSA-HA Evaluation 4/25

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

www.hbgenetics.com

Lag

Vek

Grund

Tata revben
Smalt

Hoga bérben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt’

Svagt

Djup

Vid

Vid

Kort

0 Dtrs/0 Herds

1.57 Reslig
0.76 'Starkt
0.82 Djup
0.92 Oppna revben
0.55 Brett
1.22 Sluttande
0.21 Vinklad
0.75 Parallell
0.58 Hog

0.70 Hog
-0.21 Starkt
0.14 Hég

0.60 Brett
0.30 Starkt
0.09 Grund
0.50 Tat

0.42 Tat

0.11 Lang

HBGenelics



2506017215 DUCKETT HAYK HADER-ET
TRTPTMTCTY TVTLTD TE HHIT HHZT HH3T HHAT HHST HHGT

H0840003260843021 Stbnr: 94030 kodnr: 9-9117

HAYK X PARFECT X DOC

99%RHA  DMS: 123 oAa: 234  B-Casein: ATA2  K-Casein: BB

INDEXES

TPl (3179
NM$ 439
DWP$ 381
HHP$ | 686
FE$ 135

GENERVATIONS

PRODUCTION 0Dirs/ O Herds  82%Rel.

758 gz
PTAP |48
PTAP % |0.09

%)

PTAF 56
PTAF%  0.10

TYPE 0Dtrs/ OHerds  80% Rel.
PIAT ZS—
upc S
FIC 089N
swe ST

HEALTH AND FERTILITY TRAITS

SCs [2.74 78%
MAST (3.8 72%
PL 2.7 T76%

U -1.8 73%

FI 0.1 75%
SCR (1.3 61%
SCE 2.5 63%
DCE [2.0 6%
DSB % |5.20 61%
Ms 96 7%

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

25% 50% 75% 100%

Botiom 25% 25% - 50% 50%-75% W Top 25%

LOGIC

7H016835 VATLAND HENDEL LOGIC-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003250270748 Sthnr: 94178 kodnr: 9-9213
FROST BITE X TAOS X RIVETING

99% RHA  DMS: 345-135  aAa: 351  B-Casein: A2A2  K-Casein: AB

INDEXES

TPl [ 3147
NM$ 729
DWP$ | 700
HHP$ | 750
FE$ 194

PRODUCTION 0Dirs/ OHerds  82%Rel.

PTAM 515 §|‘
PTAP 39
PTAP % |0.08

PTAF 63
PTAF %  0.16

TYPE 0Dtrs/OHerds  81%Rel.

PTAT  0.44

upc  0.17

FIC [0.18
BWC -0.49

HEALTH AND FERTILITY TRAITS

SCS | 2.80 79%
MAST 1.8 72%
PL (4.9 7%

LV 1.5 74%
19 T71%

SCR 2.1 79%
SCE 2.3 94%
DCE 2.1 7%
DSB% | 5.1 65%
MS 99 76k

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

25% 50% 75% 100%
Bottom 25% 25%- 50%

50%-75% W Top 25%

Storlek

Styrka
Kroppsdjup
Mjélktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

GUSA-HA Evaluation 4/25

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

www.hbgenetics.com

GUSA-HA Evaluation 4/25

Lag

Vek

Grund

Tata revben
Smalt

Hoga bérben

Rak
Tat
Lag
Lag
Svagt
Lag
Smalt’
Svagt:
Djup
Vid
Vid
Kort.

Lag

Vek

Grund

Tata revben
Smalt

Hoga bérben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt’

Svagt

Djup

Vid

Vid

Kort

0 Dirs/0 Herds

I 233 Reslig

1.82 Starkt

1.47 Djup

0.77 Oppna revben
1.80 Brett

0.57 Sluttande
-0.36 Vinklad

1.52 Parallell

1.55 Hog

1.25 Hog

I 2 49 Starkt

234 Hog

I .32 Brett

0 Dirs/0 Herds

0.64 Starkt
1.91 Grund
0.11 Tat
0.30 Tat
1.46 Lang

-0.48 Reslig
-0.37 Starkt
-0.70 Djup
0.13 Oppna revben
0.01 Brett
-0.37 Sluttande
1.18 Vinklad
-0.38 Parallell
-0.12 Hog

0.25 Hog
0.35 Starkt
0.70 Hég
0.43 Brett
-1.11 Starkt
-0.28 Grund
-0.78 Tat

-0.79 Tat

0.64 Lang




APRIL

Genomtestade Tjurar

‘ Identification ‘ Hiirstamning ‘ Stbnr ‘ Kodnr ‘ TPI ‘ Mjolk ‘ Siikerhet% Protein ‘
ABS 0294021849 SAMSUN Sheepster x Gameday x Pursuit 94096 99210 3365 886 922 80 50 96 146
WWS  250H017022  KNACK Figaro x Deluxe x Biggelo 94184 99225 3364 832 620 81 43 107 150
WWS | 007H017378 ASSIST Sheepster x Parfect x Legacy 94183 99224 3363 826 775 80 53 107 160
WWS  250H017513  TUBMAN Sheepster x Parfect x Rapid 94185 99226 3338 736 1503 80 52 74 126
ABS 029H021599 | JACKPOT Montana x Taos x Lionel 94180 99215 3283 884 1843 79 59 101 160
WWS  007HO017273  MARLON Van Gogh x Parfect x Eisaku 94094 99173 3280 785 1331 80 52 84 136
WWS | 250H016420  BOATSHOW Gameday x Jurassic x Yoda 93800 9-8791 3270 761 427 82 42 108 150
WWS  007HO017256  FRONTENAC Kahn x Parfect x Rapid 94093 99172 3266 763 1511 81 55 91 146
WWS | 007H017375  ODAYLE Easton x Gameday x Granite 94095 99174 3251 785 686 80 42 7 13
WWS  007H017107 KAREEM Esquire x Parfect x Lionel 93925 9-9094 3251 616 m7 81 49 67 116
ABS 029H021248 CALEB-P Maxwell-P x Acura x Crimson 94179 99214 3248 886 1186 81 4 92 139
ABS 029H021135 GRENADE Golden x Taos x Huey 94031 99119 3246 751 307 81 45 92 137
WWS | 007H017700  HINGE Blakely x Parfect x Doc 94099 99219 3234 474 874 80 39 61 100
ABS 029H021537  ZEST Leeds x Gameday x Renegade 94091 99163 3231 852 871 79 45 92 137
ABS 029H020836 | GENIUS Gameday x Pursuit x Achiever 93606 9-8687 3129 72 394 83 26 93 19
WWS  250H017108 ESKIL Esquire x Conway x Lionel 94097 99175 3228 661 1169 82 44 72 116
ABS 029H021452 | PEOSTA-P Pristine-P x Laker x Frazzled 94181 99216 3216 918 1007 80 44 96 140
ABS 094H021331 SWAGGER Venom x Taos x Huey 94092 99171 3202 124 1145 81 54 94 148
WWS | 250H017215 HADER Hayk x Parfect x Doc 94030 9917 3179 439 733 82 48 56 104
WWS  007HO016835  LOGIC Frost Bite x Taos x Riveting 94178 99213 3147 729 515 82 39 63 102
WWS | 007H017285 RUFUS Hayk x Parfect x Simplicity-P-RC 94033 99133 3146 561 1019 81 44 64 108
ABS 029H020374  FRANKFURT Foreman x Copyright x Hotspot 93922 99032 3103 657 1397 81 44 51 95
WWS | 250H016930 | SIMON Holysmokes x Gameday x Renegade 94032 99128 3079 559 243 82 22 51 73
ABS 029H021067  MODERN Memorial-P x Acura x Jared 94035 99135 3069 703 1341 82 59 62 121
ABS 029H021069 REALITY RC Rocky-Red x Acura x Jared 93806 99022 3062 619 694 82 43 59 102
WWS  007H017428 PAMAZE-RED  Freestyle x Gameday x Mark 94182 99220 3013 455 671 81 30 45 75
WWS | 007H016295  HASIT ALL Parfect x Doc x Jedi 93604 9-8685 2965 257 1207 82 3 36 73
WWS  250H016121 PARTAKE Hanans x Delta-Lambda x Denver 93919 99027 2908 250 497 83 34 21 55

Avkommebedémda Tjurar

Identification Hiirstamning Siikerhet% Protein
WWSs 014H015179 TROOPER Renegade x Legendary x Josuper 93926 9-9096 3271 604 483 99 48 84 132
WWS 007H015465 CRUSHER Calvary x Legendary x Josuper 94098 9-9176 3238 9271 156 99 | 115 156
WWS 007H014454 LIONEL Frazzled x Montross x Supersire 93513 9-8604 3204 856 2575 99 68 m 179
WWS 007H015937 ESQUIRE Taos x Brass x Apprenfice 94090 99161 3179 619 1852 90 55 40 95
WWSs 007H014985 RUPERT Renegade x Matters x Stoic 94039 99139 3166 664 1644 98 56 84 140
WWS 007H015112 TAOS Renegade x Jedi x Tatum 93363 9-8549 3151 476 1267 99 55 48 103
WWSs 250H015955 HARMONY Parfect x Positive x Delta 93518 9-8654 3059 31 1022 88 43 65 108
WWS 007H015523 PARSLY Town x Delta-Lambda x Denver 93204 9-8468 3046 505 1060 99 4 50 97
WWs 007H014160 LUSTER-P Zipit-P x Kinghoy x Supersire 92559 9-7852 2982 406 1081 99 27 46 73

Kéttras Tjurar

I S ™ S T

Angus 29XB0072 NUERA T14 0144 -SEX  Payweight 1682 x Waylon W34 700820 71984

Angus 29AN2236 CASHALIFE Roseda Powerball23 x Thomas Lass 43221 70mz 72150 100 390
Angus 829XB1092 NATIVE 3 x Angus 71984 150

Hereford 29HP944 RANCHER Fisher 1 Midas x Fisher x Jaguar 700576 71883 110

Limosin 29LM0108 ONSLOW Mereside Leo x Kaprico Ravelle 700490 71831 150 390
Hereford 29HP0957 TOLKEN Moeskaer Ultra 1582 x Barwise 1 Wellington 701118 72151 100

Simmental 795M103M JACK-PP Molson 21M x Eclipse FF9R 700639 9-8148 110

Wagu 9KB00003 HARU Nakagishhiro x Studhikoe417 700970 72066 210

Sim-Angus 829XB0145 NUERAO145 Profit Driven x Nuera T14 Nana 701038 7-2110 150
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Protein% Fett% (4 Siikerhet% JUVER BEN Kalvning F Celltal PL Fl Mj hastig SCR Pris kr Pris sexad Svensk ID
0.07 0.21 0.93 79 0.76 0.78 25 2.72 4.7 0.3 104 320 800017-948-23
0.09 0.30 1.64 80 1.39 0.55 20 2.85 24 0.2 106 25 310 550 800017-1092-23
0.10 0.28 1.51 79 0.42 1.20 25 2.89 3.6 0.5 104 310 550 800017-1091-23
0.01 0.04 1.57 79 1.19 1.14 24 2.90 4.2 1.5 102 350 580 800017-1093-23
0.00 0.09 0.69 78 0.51 -0.42 1.7 2.97 25 0.2 103 290 800017-1039-23
0.03 0.10 0.99 79 0.72 1.01 22 2.85 4.2 0.3 99 1.6 290 520 800017-845-23
0.10 0.34 1.20 81 0.93 0.09 2.6 2.66 25 0.8 103 21 290 540 §00017-0033-21
0.02 0.10 1.03 80 0.70 0.01 2.6 2.74 31 0.4 98 290 520 800017-844-23
0.07 0.16 1.05 79 1.10 0.36 1.7 2.85 3.3 1.5 106 280 490 800017-852-23
0.05 0.08 1.42 79 1.17 1.26 21 2.81 3.0 1.5 102 0.5 290 510 800017-467-22
0.03 0.16 0.43 78 0.14 0.46 1.9 2.90 3.8 0.3 100 -2.3 290 520 800017-1037-22
0.13 0.30 0.46 78 0.07 0.52 21 273 25 1.0 104 260 490 800017-545-22
0.04 0.09 2.67 79 2.28 143 22 2.92 23 0.8 104 310 570 800017-1075-23
0.06 0.21 0.44 78 0.38 -0.32 20 2.81 3.7 0.4 103 290 520 800017-787-23
0.05 0.29 1.54 82 1.29 0.23 24 2.75 2.6 0.1 106 24 220 800007-9498-21
0.02 0.09 2.00 79 1.44 113 23 2.87 31 0.3 102 0.5 290 510 800017-854-22
0.04 0.20 0.08 78 0.14 0.01 1.9 2.87 41 0.0 103 270 800017-1041-23
0.06 0.17 0.27 78 -0.14 0.40 25 2.95 22 0.4 100 0.8 270 490 800017-840-22
0.09 0.10 213 80 149 0.89 25 2.74 27 0.1 96 1.3 270 510 80017-543-22
0.08 0.16 0.44 81 0.17 0.18 23 2.80 49 1.9 99 21 240 440 800017-1035-22
0.04 0.08 1.64 80 1.10 0.43 28 2.84 25 0.0 103 270 490 800017-633-23
-0.01 -0.02 1.04 79 1.48 0.83 1.9 3.06 3.0 0.0 105 290 800017-242-22
0.05 0.15 0.75 81 1.16 0.79 1.8 2.66 4.2 1.3 100 260 490 800017-593-22
0.05 0.02 0.54 79 0.09 -0.02 27 3.04 3.0 0.7 103 0.2 260 490 800017-636-22
0.07 0.1 0.53 79 0.16 0.79 21 2.97 28 0.3 102 270 490 800017-206-22
0.03 0.06 0.90 80 0.84 0.69 20 2.82 3.5 1.3 101 210 420 800017-1077-23
-0.01 -0.05 2.25 82 1.46 1.57 23 3.05 0.9 0.4 95 0.0 240 450 800007-9492-21
0.07 0.00 2.37 82 1.67 1.4 23 3.10 0.9 0.8 100 24 220 420 800017-234-21

Protein% Fett% TYP Siikerhet% JUVER BEN Kalvning F Celltal PL Fl M;j hastig N Pris kr Pris sexad Svensk ID
0.12 0.24 1.16 96 0.60 213 24 3.00 29 14 101 0.7 320 800017-472-19
0.14 0.41 0.21 96 -0.55 -0.43 23 2.86 3.5 0.1 102 1.7 260 460 80007-9954-19
-0.06 0.02 0.07 99 -0.09 -1.14 25 2.95 0.9 0.9 98 0.2 270 530 800007-9188-17
-0.02 0.13 1.58 82 1.02 1.09 23 2.68 4.4 0.5 101 -1.9 280 440 800017-468-20
0.01 0.06 0.45 94 -0.10 0.67 28 3.01 1.9 0.6 101 -14 270 470 800017-647-19
0.05 -0.02 1.04 99 0.34 1.27 24 2.83 3.6 1.6 103 2.2 310 540 800007-8885-19
0.30 0.08 214 82 1.69 0.98 29 3.05 0.1 -1.3 103 20 210 800007-9326-20
0.04 0.02 0.81 98 1.16 0.47 25 2.96 22 0.2 93 0.1 420 800007-8473-19
-0.03 0.00 1.97 99 1.18 1.63 25 2.87 0.9 0.0 104 -1.3 290 510 800007-6707-16
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FROM WORLD WIDE SIRES, LTD AND ITS AFFIATES ARE STRICTLY PROHIBITED WITHOUT THE PRIOR WRITTEN CONSENT OF SELECT SIRES INC. INCLUDING are trademarks of Select Sires Inc.
(WITHOUT LINTTATION) GENOTYPING, SEQUENCING, CLONING, GENETIC ANALYSIS, GENETIC IANIPULATION OR FOR RESEARCH. World Wide Sies, Ld, Select
e e e vl O © O D St
Ef§2‘:;EEEE?Z’L‘.’,W&”JrL'ie"n”iﬂ“éfd“e”f‘iﬁmdm"é‘gfT,Zfl\ﬁwn‘;'?‘iﬂ'm‘e?hi?fﬂié"!ﬁ?ﬁ“ﬁ’l'l?édl” i N Y emarks of Select Sires nc.
Liitfions and Condiions of Sle: gender SELECTed semen shall be used only fr he single insemination of one female bovine during natural ovlaion with All gender SELECTED semen is processed using Ultraplus™ technology. Ultraplus
the intent to produce single offspring unless specifically approved on an indvidual customer basis by Sexing Technologies in writing. As a condition of purchasing is a trademark of STGen LLC. "gender SELECTED semen is a trademark of Select
eyt s S0 S 1 . ok et T o o Gt st oy s o ot Sires Inc.
use. Ploase see hp/ /. elctsie. o, designations /genderslectd.himl for addifonol detls.
> Accelerated GLetics%
“Select Sires, “Genervations and *Accelerated Genetics are reg-
istered trademarks of Select Sires Inc.
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7HO17285 TRENT-WAY RUFUS-ET
RCTPTMTCTY TV TLTD TE HHIT HHZT HHT HHAT HHST Hil6T
H0840003261835781 Sthnr: 94033 kodnr: 9-9133
HAYK X PARFECT X SIMPLICITY-P*RC

oAa: 435  B-Casein: ATA2  K-Casein: BB

99% RHA ~ DMS: 123-135

INDEXES

3146
NM$ 561
DWP$ 507
HHP$ | 665
FE$ 178

PRODUCTION 0Dirs/ OHerds ~ 81%Rel.

PTAM 1019 §
PTAP 44

PTAP %  0.04
PTAF 64
PTAF %  0.08

o o
TYPE 0Drs/OHerds  80% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
i G stoiek Lég — 114 Resig
Uo T styrka vek e— 035 starkt
FIC |0.43 Kroppsdjup Grund I 0.88 Djup
BWC Mijolktyp Téta revben I 1.08 Oppna revben
Kors bredd Smalt’ I 1.07 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben | -0.27 Sluttande
SCS | 2.84 78% Ben sidan Rak I 1.25 Vinklad
MAST [2.6 725 Ben bakifran Tat I 0.73 Parallell
PL 2.5 76% Kotvinkel Lag — 0.42 Hog
E 0
LI;/I 01: ;zn/" Ben bedémning Lag E— 0.68 Hog
X o
j |
SCR NA Fram juver Svagt 1.55 Starkt
SCE 2.8 7% Bakjuver héjd Lag I 1.78 Hog
DCE 2.2 70% Bakjuver bredd Smalt | 1.74 Brett
DSB% 4.4 65 X Juverligament Svagt — 0.43 Starkt
CDCB and HA Genomic Eval.
Ms 103 76k 4-25, CDN Genomic Eval. 4-25, Juver djup Djup I 0.83 Grund
Zoetis 4-25 N "
25% 50% 75% 100% Spenplac fram Vid - 0.23 Tat
Spenplac bak Vid | 0.28 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenlangd Kort. I 0.66 Lang

FRANKFURT

29H020374 GENHOTEL OEH

HHTT HHZT HH3T HHAT HHST HHGT MWT

HODEU000364593877 Sthnr: 93922 kodnr: 9-9032
FOREMAN X COPYRIGHT X HOTSPOT P

0%RHA  DMS:  aAa: 243  B-Casein: A1A2  K-Casein: AB

INDEXES
TPl | 3103
NM$ | 657
HHP$ 573
FE$ 196
PRODUCTION  0Dirs/ 0 Herds  81% Rel.
PTAM 1397
PTAP 44
PTAP%  -0.01
PTAF 51
PTAF %  -0.02
TYPE 0Dirs/OHerds  79% Rel.
— GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
Lo A sorek Lég = 21 Resig
c [0 Styrka Vek — -0.51 Starkt
BWC -0.72 Kroppsdjup Grund | -0.31 Djup
Mijolktyp Téta revben I 0.99 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt I 1.08 Brett
SCS 3.06 77% Korsluttning  Hoga barben I -0.56 Sluttande
MAST  -0.9 73% Ben sidan Rak I -0.73 Vinklad
PL 3.0 76k Ben bakifrén Tat I 0.87 Parallell
UV [1.878% Kotvinkel Lag I 0.64 Hog
fl 0.0 754 Ben bedémning Lag ] 0.71 Hég
SCR  NA
SCE [1.9 4 Fram juver Svagt I 1.30 Starkt
DCE 1.9 5% Bakjuver hojd Lag 2.07 Hog
DSB% 5.1 58% Bakjuver bredd Smalt I 2,14 Brett
Ms [105 80% . Juverligament Svagt | -0.21 Starkt
CDCB and HA Genomic Eval.
4-25, CDN Genomic Eval. 4-25, Juver djup Djup I 1.10 Grund
25% 50% 75% 100% Zoetis 4-25 " 2
Spenplac fram Vid — -0.27 Tat
Spenplac bak Vid I -0.78 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort — 0.28 Lang
14 www.hbgenetics.com HB




99% RHA ~ DMS: 345-456

INDEXES

P 3079
NM$ 559
DWP$ 728
HHP$ | 667
FE$ 126

PRODUCTION 0 Dtrs/ 0 Herds

PTAM 243
PTAP 22
PTAP %  0.05
PTAF ' 51
PTAF %  0.15

2506016930 S-S-1 HOLYSMOKES SIMON-ET
TRTP TMTCTLTD TE HHTT HH2T HHST HHAT HHST HH6T

H0840003252556869 Sthnr: 94032 kodnr: 9-9128

HOLYSMOKES X GAMEDAY X RENEGADE

82% Rel.

oAa: 546 B-Casein: AIA2  K-Casein: AB

GENERVATIONS,

TYPE 0Dns/OHerds  81%Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
PTAT (0,75 Storlek Lag | -0.92 Reslig
voc S Styrka Vek — -0.34 Starkt
e floze Kroppsdjup Grund — -0.83 Djup
BWC -0.23 Mijélktyp Téta revben I -0.75 Oppna revben
Kors bredd Smalt’ — -0.37 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben I -0.63 Sluttande
SCS | 2.66 19% Ben sidan Rak | -0.23 Vinklad
MAST (4.2 72% Ben bakifran Tat I 0.48 Parallell
PL 4.2 T76% Kotvinkel Lag, I 0.70 Hog
LV RO Ben bedsmning Lag — 0.55 Hog
SCFRI L: Zf% Fram juver Svagt I 1.80 Starkt
scE 1.8 @ Bakjuver hojd Lag ] 1.32 Hog
DCE 2.5 62% Bakjuver bredd Smalt I 0.74 Brett
DSB% 4.7 61% . Juverligament Svagt I -0.80 Starkt
CDCB and HA Genomic Eval.
Ms 1100 79% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup I 1.28 Grund
5% 0% 5% 100% Zoetis 4-25 Spenplac fram vid I -0.70 Tat
Spenplac bak Vid | -0.99 Tat
Botiom 25% 25%- 50% 50%- 75% M Top 25% Spenlangd Kort — 0.58 Lang

99% RHA  DMS: oA

INDEXES

TP 3069
NM$ (703
HHP$ 621

FE$ 1237

PRODUCTION 0 Dirs/ 0 Herds

PTAM 1341
PTAP | 59
PTAP %  0.05
PTAF 62
PTAF %  0.02

B-Casei

29H021067 DENOVO 19481 MODERN-ET
TRTPTCTYTVILTO TE HHTT HHZT HH3T HHAT HHST HH6T
H0840003253682842 Stbnr: 94035 kodnr: 99135
MEMORIAL-P X ACURA X JARED

n: A2A2  K-Casein: BB

82% Rel.

TYPE 0Dirs/ OHerds  79% Rel.
— GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
uDC  0.09 Storlek Lag | 0.25 Reslig
FIC  -0.02 Styrka Vek ] 0.24 Starkt
BWC -0.39 Kroppsdjup Grund | 0.51 Djup
Mijolktyp Téta revben ] 1.58 Oppna revben
HEALTH AND FERTILITY TRAITS Kors bredd Smalt I 0.49 Brett
5CS 3.08 79% Korsluttning  Hoga barben e — 0.91 Sluttande
MAST  -1.3 72% Ben sidan Rak I 0.52 Vinklad
PL 3.0 77% Ben bakifran Tat L -0.20 Parallell
v 0.0 7% Kotvinkel Lag | -0.27 Hog
SC’: ;)027 ;;Z: Ben bedémning Lag m 0.14 Hég
SCE 2.7 8% Fram juver Svagt I -0.67 Starkt
DCE 2.5 71% Bakjuver hojd Lag ] 0.41 Hég
DSB% | 4.6 65% Bakjuver bredd Smalt | 1.67 Brett
Ms [103 76% . Juverligament Svagt I 0.73 Starkt
CDCB and HA Genomic Eval.
25% 0% 5% 100% ;—ozest,isc“r?;scenom\c Eval.4-25, Juver djup Djup L | -1.20 Grund
Spenplac fram Vid _— 0.33 Tat
Spenplac bak Vid I 0.43 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort — 0.56 Lang
HBG Bl www.hbgenetics.com 15




REALITY*RC

29H021069 DENOVO 80141 REALITY-ET
RCTPTCTY TV TLTD TE HHTT HH2T HHST HHAT HHST HHl6T

H0840003249882045 Stbnr: 93806 kodnr: 9-9022

ROCKY-RED X ACURA X JARED

99%RHA  DMS:  aAa:  B-Casein: A1A2  K-Casein: BB

INDEXES

TPl 3062
NM$ 619
HHP$ 618

FE$ 187

PRODUCTION 0 Dirs/ 0 Herds

PTAM 694
PTAP 43
PTAP %  0.07
PTAF 59
PTAF % 0.11

82% Rel.

TYPE 0Dtrs/OHerds  79% Rel.

PTAT  0.53
upc  0.16

Fc [oZo—

BWC [0.13

HEALTH AND FERTILITY TRAITS

SCS | 2.97 77%
MAST  -0.2 72%
PL 2.8 76%
Ly 1.8 7%
FI 0.3 75

SCR NA
SCE (2.1 81%
DCE 2.1 71%
DSB% 4.6 66k

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,

25% 50% 75% 100% | Zoetis4-25

Botiom 25% 25% - 50% 50%-75% W Top 25%

PAMAZE-RED

Storlek

Styrka
Kroppsdjup
Mjélktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

GUSA-HA Evaluation 4/25

Lag

Vek

Grund

Tata revben
Smalt’

Hoga bérben
Rak

Tat

Lag

Lag

Svagt

Lag

Smalt

Svagt:

Djup

Vid

Vid

Kort

0 Dirs/0 Herds
|

0.31 Reslig
0.47 Starkt
0.62 Djup
0.95 Oppna revben
0.66 Brett
0.48 Sluttande
0.85 Vinklad
0.81 Parallell
0.11 Hog
0.87 Hog
0.08 Starkt
0.50 Hog

1.00 Brett
-0.19 Starkt
-0.36 Grund
-0.02 Tat

-0.35 Tat

0.29 Lang

7H017428 SIEMERS PAMAZE-RED-ET

TPTMTCTY TVILTD TE HHTT HHZT HH3T HHAT HHST HH6T

H0840003267428205 Stbnr: 94182 kodnr: 9-9220

FREESTYLE-RED X GAMEDAY X MARK *RC
oAa: 465  B-Casein: ATA2  K-Casein: AA

99% RHA ~ DMS: 234-345

INDEXES

TP 3013
NM$ 455
DWP$ 623
HHP$ 542
FE$ 104

PRODUCTION 0 Dtrs/ 0 Herds

PTAM 671
PTAP 30
PTAP %  0.03
PTAF 45
PTAF %  0.06

81% Rel.

Dam: Siemers GD Paris 36374-ET

o o
TYPE 0Drs/OHerds  80% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
PTAT [0.90 Storlek Lag ]
ubc | 0.84 Styrka Vek —
FiC (OISO Kroppsdiup Grund =
swe [olsslI—— Mjolktyp Tatarevben =
Kors bredd Smalt |
HEALTH AND FERTILITY TRAITS . P
Korsluttning  Hoga barben I
SCS | 2.82 78% Ben sidan Rak I
MAST 0.7 73% Ben bakifran Tat |
PL 3.5 7% Kotvinkel Lag I
L Ro-GMEh Ben beddmning Lag —
Fl 1.3 76% Fram i Svagt
I
scr INR rar-njuverm va.g
scE 2.0 4% Bakjuver héjd Lag I
DCE 2.0 60% Bakjuver bredd Smalt |
DSB % 5.3 5% . Juverligament Svagt —
CDCB and HA Genomic Eval.
Ms (101 78% 425, CDN Genomic Eval. 4-25, Juver djup Djup —
Zoetis 25 Spenplac fram vid —
25% 50% 75% 100% penp
Spenplac bak Vid ]
Bottom 25% 25%-50% 50%-75% 1 Top 25% Spenléngd Kort ]
16 www.hbgenetics.com

0.76 Reslig
0.42 Starkt
0.11 Djup
-0.12 Gppna revben
0.72 Brett
1.16 Sluttande
0.77 Vinklad
0.93 Parallell
0.76 Hog

0.78 Hog
1.14 Starkt
0.97 Hég
0.89 Brett
0.43 Starkt
1.19 Grund
0.70 Tat

0.39 Tat

0.28 Lang




PARTAKE

250H016121 SIEMERS H PARTAKE 35318-ET
TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T
H0840003229290983 Stbar: 93919 kodnr: 9-9027
HANANS X DELTA-LAMBDA X DENVER

99% RHA  DMS: 234-246  aAa: 156  B-Casein: A2A2  K-Casein: BB

Dam: Siemers Lmda Paris 27856-ET

INDEXES

TPl 2908
NM$ 250
DWP$ 297
HHP$ 254
FE$ 95

GENERVATIONS

PRODUCTION 0Dirs/ O Herds ~ 83%Rel.

PTAM 497
PTAP 34
PTAP %  0.07
PTAF 21
PTAF %  0.00

TYPE 0Dirs/OHerds  82% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

POIT

PTAT Storlek Lag I 1.69 Reslig
unc Styrka Vek I 0.64 Starkt
FIC Kroppsdjup Grund ] 1.51 Djup

BWC |0.23 Mijolktyp Téta revben 2.49 Oppna revben
Kors bredd Smalt 2.51 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ |Hoga barben I -0.57 Sluttande
SCS  3.10 80% Ben sidan Rak — -0.58 Vinklad
MAST 1.1 76% Ben bakifran Tat I .21 Parallell
PL 0.9 80% Kotvinkel Lag 2.03 Hog
- %
v 2.0 75% Ben bedémning Lag I 1.49 Hég
FI -0.8 7% .
SCR _ Fram juver Svagt I 1.53 Starkt
SCE 2.3 9% Bakjuver hojd Lag 3.11 Hég
DCE [l iy 3 Bakjuver bredd Smalt I 3.06 Brett
DSB% 4.6 64% Juverligament Svagt ] 1.48 Starkt
) CDCB and HA Genomic Eval.
Ms 1100 80% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup 1 0.17 Grund
Zoetis 4-25
259% 50% 759% 100% Spenplac fram Vid 1.70 Tat
Spenplac bak Vid I 1.81 Tat
Botiom 25% 25%- 50% 50%-75% [ 1M Top 25% Spenlangd Kort — 0.49 Lang

HAS IT ALL

7H016295 DUCKETT PFCT HAS IT ALLET
TRTPTCTYTVILTO TE HHTT HHZT HH3T HHAT HHST HH6T
H0840003235342391 Stbnr: 93604 kodnr: 9-8685
PARFECT X DOC X JEDI

99% RHA  DMS: 123126 oAa: 135  B-Casein: A2A2  K-Casein: AB

INDEXES

TPl 2965
NM$ 257
DWP$ 221
HHP$ 354
FE$ 98

PRODUCTION 0Dtrs/ O Herds  82% Rel.

PTAM | 1207
PTAP 37
PTAP % -0.01
PTAF 36
PTAF %  -0.05

TYPE O0Dirs/OHerds  82% Rel.

GUSA-HA Evaluation 4/25 0 Dirs/0 Herds

PTAT _ Storlek Lag I 0.96 Reslig
vwc e Styrka Vek I 1.80 Starkt
FLC _ Kroppsdjup Grund I 1.77 Djup
BWC _ Mjélktyp Téta revben ] 1.53 Oppna revben
Kors bredd Smalt I 2,79 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  |Hoga barben I -0.96 Sluttande
SCS  3.05 79% Ben sidan Rak — -0.33 Vinklad
MAST (1.7 75% Ben bakifran Tat I 2.65 Parallell
PL 0.9 78% Kotvinkel Lag e 1.69 Hog
W 3.5 75% Ben beddmning Lag —— 137 Hog
FI -0.4 79% .
SCR 0.0 97% Fram juver Svagt I 1.58 Starkt
SCE 2.3 9% Bakjuver hojd Lag 2.14 Hog
DCE 2.3 70% Bakjuver bredd Smalt I 3.11 Brett
DsB % [S2lesh . ) Juverligament Svagt —— 1.45 Starkt
CDCB and HA Genomic Eval.
Ms 95  81% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup 1 0.01 Grund
25% 50% 75% 100% Zoetis 425 Spenplac fram Vid —— 0.53 Tat
Spenplac bak Vid ] 1.25 Tat
Bottom 25% 25% - 50% 50%-75% [ WTop 25% Spenldngd Kort — 1.24 Léng
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TROOPER

14H015179 PLAIN-KNOLL RENEGAD TROOPER
TRTPTCTY TV LD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003149934610 Stbnr: 93926 kodnr: 99096
RENEGADE X LEGENDARY X JOSUPER

99% RHA ~ DMS: 456-345  oAa: 432 B-Casein: A1A2  K-Casein: AB

INDEXES

™ [3271 —

NM$ 604
DWP$ 599
HHP$ | 779
FE$ 194

PRODUCTION 3066 Dirs/ 378 Herds

PTAM 483
PTAP |48
PTAP % [0.12
PTAF 84
PTAF % | 0.24

99% Rel.

TYPE 287 Dirs/ 74 Herds ~ 96% Rel.

PTAT | 1.16
ubC  0.60
FLC

swe [EoaI——
HEALTH AND FERTILITY TRAITS

SCS  3.00 99%
MAST 0.9 87%
PL 2.9 92%
Ly -0.6 81%
1.4 95%
SCR 0.7 99%
SCE 2.4 9%
DCE 3.1 9%
DSB % | 5.1 95%
Ms 101 81%

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

25% 50% 75% 100%

Botiom 25% 25% - 50% 50%-75% W Top 25%

7H015465 PLAIN-KNOLL CRUSHER-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003149934677 Stbnr: 94098 kodnr: 99176
CALVARY X LEGENDARY X JOSUPER

oAa: 243 B-Casein: ATA2  K-Casein: AA

99% RHA ~ DMS: 135-345

INDEXES

TPl [ 3238
NM$ 927
DWP$ | 899
HHP$ [ 869
FES 290

PRODUCTION

PTAM 156
PTAP 41
PTAP % |0.14

PTAF 115
PTAF % | 0.41

1626 Dtrs/ 107 Herds ~ 99% Rel.

TYPE 237 Dirs/ 35 Herds ~ 96%Rel.

PTAT  0.21
upc  -0.55
FIC -0.43
BWC | -0.05

HEALTH AND FERTILITY TRAITS

SCS | 2.86 98%
MAST 0.9 85%

DSB% 4.7 9%
CDCB and HA Genomic Eval.

4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

25% 50% 75% 100%
Bottom 25%

25%- 50% 50%-75%

W Top 25%

Accelerated Genetics®
g 4

Storlek

Styrka
Kroppsdjup
Mjélktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

GUSA-HA Evaluation 4/25

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

www.hbgenetics.com

GUSA-HA Evaluation 4/25

Lag

Vek

Grund

Tata revben
Smalt’

Hoga bérben
Rak

Tat

Lag

Lag

Svagt

Lag

Smalt

Svagt:

Djup

Vid

Vid

Kort

Lag

Vek

Grund

Tata revben
Smalt

Hoga bérben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt’

Svagt

Djup

Vid

Vid

Kort

287 Dirs/74 Herds

0.49 Reslig
0.85 Starkt
0.18 Djup

-0.54 Oppna revben

0.14 Brett

-1.01 Sluttande

0.10 Vinklad

I .79 Parallell

237 Dirs/35 Herds

1.37 Hog
1.91 Hog
1.22 Starkt
1.06 Hog
0.81 Brett
0.07 Starkt
0.43 Grund

-0.44 Tat
-0.19 Tat

0.79 Lang

0.84 Reslig
0.05 Starkt
0.29 Djup
0.95 Oppna revben
0.84 Brett
1.57 Sluttande
0.18 Vinklad
-0.58 Parallell
-0.66 Hog
-0.08 Hog
-0.74 Starkt
0.04 Hog

0.91 Brett
-0.14 Starkt
-0.85 Grund
-1.28 Tat

-0.86 Tat

1.59 Lang




7H014454 MR T-SPRUCE FRAZZ LIONEL-ET
TRTPTCTYTVILTD TE HHIT HHZT HH3T HHAT HHST HH6T
H0840003142490309 Stbnr: 93513 kodnr: 9-8604
FRAZZLED X MONTROSS X SUPERSIRE

98% RHA  DMS: 345-135  0Aa: 423  B-Casein: A2A2  K-Casein: AA

INDEXESnM ‘{b

I
NM$  [856
DWP$ 625
HHP$ [ 826
FE$ 332

PRODUCTION 8678 Dirs/ 431 Herds ~ 99% Rel.

PTAM | 2575
PTAP | 68
PTAP %  -0.06
PTAF (111
PTAF %  0.02
" o
TYPE 798 Dis/ 102 Herds  99%Rel. GUSA-HA Evaluation 4/25 798 Dirs/102 Herds
PIAT  0.07 Storlek Lag ] 0.08 Reslig
upcC  -0.09 Styrka Vek — 0.39 Starkt
FIC -1.14 Kroppsdjup Grund ] 0.33 Djup
BWC -0.41 Mijolktyp Téta revben 1.98 Oppna revben
Kors bredd Smalt’ I 1.14 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben I -0.79 Sluttande
SCS | 2.95 99% Ben sidan Rak o 0.19 Vinklad
MAST  -1.9 98% Ben bakifran Tat I -1.06 Parallell
PL 0.9 9% Kotvinkel Lag — -1.37 Hog
g %
LI;/| :: Z:nn Ben bedémning Lag | -1.00 Hog
-0. %
. r
SCR |-0.2 98% Fram juver Svagt | 0.91 Starkt
SCE 2.5 9% Bakjuver hojd Lag I 0.64 Hog
DCE 3.1 9% ol Bakjuver bredd Smalt I 2 47 Brett
DSB % 6.1 96% . Juverligament Svagt — -0.97 Starkt
. CDCB and HA Genomic Eval.
Ms (98 8% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup -2.11 Grund
Zoetis 4-25 N "
25% 50% 75% 100% Spenplac fram Vid I -0.56 Tat
Spenplac bak Vid u -0.10 Tat
Botiom 25% 25%- 50% 50%- 75% M Top 25% Spenlangd Kort - 0.19 Ling

7H015937 SANDY-VALLEY ESQUIRE-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HH6T
H0840003209481391 Stbnr: 94090 kodnr: 9-9161
TAOS X BRASS X APPRENTICE*RC

99% RHA  DMS: 135-561  oAa: 423  B-Casein: A2A2  K-Casein: AB

INDEXES

TP 3179
NM$ 619
DWP$ 623
HHP$ | 700
FE$ 161

PRODUCTION 39 Dirs/ 16 Herds ~ 90% Rel.

PTAM | 1852
PTAP |55
PTAP %  -0.02
PTAF 40
PTAF %  -0.13
U
TYPE 0Dns/OHerds ~ 82% Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
e S Storlek Lag I 0.99 Reslig
unc | 1.02 Styrka Vek I 0.41 Starkt
FC oS — Kroppsdjup Grund - 0.22 Djup
BWC |0.22 Mijolktyp Tata revben I 0.76 Oppna revben
Kors bredd Smalt - 0.19 Brett
HEALTH AND FERTILITY TRAITS o) Korsluttning  Hoga barben | -0.12 Sluttande
SCS [2.68 §4% Ben sidan Rak [} -0.02 Vinklad
MAST (1.3 75% Ben bakifran Tat I 1.39 Parallell
PL [4.4560% Kotvinkel Lag I 0.62 Hog
w0177k Ben beddmning Lag —— 121 Hog
FIl 0.5 81% .
SR -1.9 97 Fram juver Svagt I 1.05 Starkt
SCE 2.3 98% Bakjuver hojd Lag I 1.21 Hog
DCE 2.0 88% Bakjuver bredd Smalt | 1.22 Brett
DSB% 3.9 85% X Juverligament Svagt. — 1.07 Starkt
CDCB and HA Genomic Eval.
Ms 101 78% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup ] 1.36 Grund
25% 50% 75% 100% Zoetis 425 Spenplac fram Vid — 0.76 Tat
Spenplac bak Vid I 0.99 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort — 0.72 Lang
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99% RHA  DMS: 345-234

INDEXES

TPl | 3166
NM$ | 664
DWP$ 681
HHP$ | 751
FE$ 237

7H014985 S-S-| RENEGADE RUPERT-ET
TRTPTMTCTY TVTLTD TE HHIT HHZT HH3T HHAT HHST HHGT

H0840003202794675 Sthnr: 94039 kodnr: 9-9139

RENEGADE X MATTERS X STOIC
oAa: 342 B-Casein: A2A2  K-Casein: BB

PRODUCTION 1634 Dirs/ 337 Herds

PTAM | 1644
PTAP |56
PTAP %  0.01
PTAF 84
PTAF %  0.06

TYPE 486 Dirs/ 135 Herds

PTAT  0.45
upc  -0.10

94% Rel.

98% Rel.

A [oa7 —

BWC | 0.45

HEALTH AND FERTILITY TRAITS

SCS  3.01 97%
MAST  -0.3 83%
PL 1.9 93%

v -2.0 82%

FI 0.6 92%

SCR  -1.4 98%
SCE 2.8 9%
DCE 2.3 8%
DSB% 4.6 85%
Ms 101 87%

25%

Bottom 25% 25%- 50%

50%

50%-75%

TAOS

75%

W Top 25%

100%

<@

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

Storlek

Styrka
Kroppsdjup
Mjélktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver hojd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

GUSA-HA Evaluation 4/25

Lag

Vek

Grund

Tata revben
Smalt

Hoga bérben

Rak
Tat
Lag
Lag
Svagt
Lag
Smalt’
Svagt:
Djup
Vid
Vid
Kort.

486 Ditrs/135 Herds
|

0.14 Reslig
0.77 ‘Starkt
0.41 Djup
0.04 Oppna revben
-0.87 Brett
-0.40 Sluttande
0.36 Vinklad
1.47 Parallell
0.53 Hog

0.43 Hog
0.02 Starkt
0.27 Hog
0.54 Brett
-0.03 Starkt
-0.40 Grund
-0.56 Tat

-0.15 Tat

I | 1.92 Lang

99% RHA ~ DMS: 123-234

INDEXES

TP 3151
NM$ 476
DWP$ 395
HHP$ | 709
FE$ 124

7HO15112 LEANINGHOUSE TAOS-ET
TRTPTCTY TV ILTD TE HHTT HHZT HH3T HHAT HHST HHGT
H0840003151003682 Stbnr: 93363 kodnr: 9-8549

RENEGADE X JEDI X TATUM
oAa: 324 B-Casein: A1A2  K-Casein: BB

PRODUCTION 5289 Dirs/ 864 Herds

PTAM | 1267
PTAP |55
PTAP %  0.05
PTAF 48
PTAF %  -0.02

TYPE 2262 Dirs/ 475 Herd

PTAT | 1.04
ubc  0.34

s 99% Rel.

99% Rel.

e
B A

HEALTH AND FERTILITY TRAITS

SCS | 2.83 99%
MAST 0.9 9%
PL 3.6 960

v -0.2 85%

FI 1.6 9%
SCR -2.2 98%
SCE 2.4 9%
DCE [1.9 97%
DSB% 4.4 95
Ms 103 91%

25%

Bottom 25% 25%- 50%

20

50%

50%-75%

75%

W Top 25%

100%

CDCB and HA Genomic Eval.
4-25,CDN Genomic Eval. 4-25,
Zoetis 4-25

GUSA-HA Evaluation 4/25

Storlek

Styrka
Kroppsdjup
Mijolktyp

Kors bredd
Korsluttning
Ben sidan

Ben bakifran
Kotvinkel

Ben bedémning
Fram juver
Bakjuver héjd
Bakjuver bredd
Juverligament
Juver djup
Spenplac fram
Spenplac bak
Spenlangd

www.hbgenetics.com

Lag

Vek

Grund

Tata revben
Smalt

Hoga bérben
Rak

Tat

Lag

Lag

Svagt:

Lag

Smalt’

Svagt

Djup

Vid

Vid

Kort

2262 Dirs /475 Herds

1.65 Reslig
1.34 Starkt
0.30 Djup
-1.01 Oppna revben
0.57 Brett
0.18 Sluttande
-0.29 Vinklad
1.74 Parallell
1.37 Hog

1.48 Hog

1.32 Starkt
0.34 Hog

0.44 Brett
0.41 Starkt
1.66 Grund
0.05 Tat

0.11 Tat

I 2,01 Lang




HARMONY

250H015955 AOT PARFECT HARMONY-ET
TRTPTMTCTY TVTLTD TE HHIT HH2T HH3T HHAT HHST HHT
H0840003220248849 Stbnr: 93518 kodnr: 9-8654
PARFECT X POSITIVE X DELTA

99% RHA  DMS: 234-345  oAa: 423  B-Casein: A1A2  K-Casein: AB

INDEXES

TPl 3059
NM$ 372
DWP$ 136
HHP$ 454
FE$ 166

GENERVATIONS

PRODUCTION 34Dtrs/ 12 Herds ~ 88% Rel.

ol 1k

PTAM 1022
PTAP |43
PTAP%  0.03
PTAF 65
PTAF %  0.08
TYPE ODrs/OHerds  82%Rel. GUSA-HA Evaluation 4/25 0 Dirs/0 Herds
PTAT _ Storlek Lag ] 1.65 Reslig
ubpc _ Styrka Vek I 1.43 Starkt
Fc fos Kroppsdjup Grund I 1.59 Djup
swe S Mijélktyp Téta revben —— 1.70 Oppna revben
Kors bredd Smalt’ 2.40 Brett
HEALTH AND FERTILITY TRAITS Korsluttning ~ Hoga barben I 1.42 Sluttande
SCS  3.05 84% Ben sidan Rak! - 0.16 Vinklad
MAST 103 75% Ben bakifran Tat IS 1.73 Parallell
L:’VL °4"l gé:" Kotvinkel Lag —— 1.20 Hog
A3 8% Ben b?domnlng Lag I 1.12 Hog
scr [BIOMEE Fram juver Svagt I 209 Starkt
SCE 2.9 98% Bakjuver hojd Lag I 213 HOg
DCE 1.8 74% - Bakjuver bredd Smalt 2.72 Brett
DSt % L3l CDCB and HA Genomic Eval. Juverligament Svagt 1.87/Starkt
Ms 103 82% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup ] 1.08 Grund
Zoetis 4-25
25% 50% 75% 100% Spenplac fram Vid I 1.43 Tat
Spenplac bak Vid 2.06 Tat
Bottom 25% 25% - 50% 50% - 75% W Top 25% Spenlangd Kort o 0.29 Lang

PARSLY

7H015523 SIEMERS TWN PARSLY 32480-ET

TRTPTCTY TVILTD TE HHSC HHIT HH2T HH3T HHAT HH6T
H0840003208357105 Stbnr: 93204 kodnr: 9-8468
TOWN X DELTA-LAMBDA X DENVER

99% RHA  DMS: 561-126  aAa: 324  B-Casein: A2A2  K-Casein: BB

INDEXES

TP 3046
NM$ 505
DWP$ 616
HHP$ 564
FE$ 171

PRODUCTION 5161 Dirs/ 733 Herds ~ 99% Rel.

PTAM | 1060
PTAP |47
PTAP %  0.04
PTAF 50
PTAF %  0.02
TYPE 1175 Dirs/ 279 Herds  98% Rel. GUSA-HA Evaluation 4/25 1175 Dirs/279 Herds
PTAT [0.81 Storlek Lag I 0.61 Reslig
e [me e Styrka Vek — 0.50 Starkt
FIC [0.47 Kroppsdjup Grund I 0.57 Djup
BWC | 0.38 Mijolktyp Tata revben I 0.84 Oppna revben
Kors bredd Smalt ] 1.32 Brett
HEALTH AND FERTILITY TRAITS Korsluttning  |Hoga barben | -0.34 Sluttande
SCS  2.96 99% Ben sidan Rak | -1.12 Vinklad
MAST  -0.1 87% Ben bakifran Tat I 1.38 Parallell
PL 2.2 92% Kotvinkel Lag —— 1.21 Hog
v [-1.0 7% Ben bedémning Lag I 0.33 Hog
SCFRI -0021 zg: Fram juver Svagt I 0.56 Starkt
SCE 2.5 9% Bakjuver hojd Lag 2.11 Hog
DCE 1.9 95% TEd - ) Bakjuver bredd Smalt ] 1.77 Brett
DSB% 5.0 95% . Juverligament Svagt — 1.22 Starkt
) CDCB and HA Genomic Eval.
Ms 93 90% 4-25,CDN Genomic Eval. 4-25, Juver djup Djup - 0.24 Grund
25% 50% 75% 100% Zoetis 425 Spenplac fram Vid — 0.58 Tat
Spenplac bak Vid I 1.21 Tat
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenldngd Kort u 0.10 Lang
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LUSTER-P

7H014160 CHERRY-LILY ZIP LUSTER-P-ET
TRPCTMTCTY TV TLTD TE HHTT HHZT HH3T HHAT HHST HH6T
H0840003138843085 Stbnr: 92559 kodnr: 9-7852
ZIPIT-P X KINGBOY X SUPERSIRE

oAa: 432516 B-Casein: A2A2  K-Casein: AB

©
"

99% RHA ~ DMS: 234-123

INDEXES

TPl 2982
NM$ 406
DWP$ 210
HHP$ 339
FE$ 132

PRODUCTION 25853 Dirs/ 4966 Herds

PTAM | 1081
PTAP 27
PTAP%  -0.03
PTAF 46
PTAF %  0.00

99% Rel.

TYPE 10339 Dirs/ 2652 Herds ~ 99% Rel.

GUSA-HA Evaluation 4/25

i 7 stortek Lag
UDC RETBI syrka vek
Fc [ESI— Kroppsdjup Grund
BWC [-0.03 Mjolktyp Tata revben

Kors bredd Smalt’
Korsluttning

HEALTH AND FERTILITY TRAITS PR
Hoga barben

SCS | 2.87 9% Ben sidan Rak
MAST  -2.4 97% Ben bakifran Tat
Lr\i' 0'92 9%% Kotvinkel Lag
-2 96%
ek Ben beddémning Lag
Fl 0.0 99% .
SCR -1.3 99% Fram juver Svagt
SCE 2.5 9% Bakjuver hojd Lag
DCE 2.4 98% Bakjuver bredd Smalt
DSB% 4.2 99 i
995; CDCB and HA Genomic Eval. Juverligament Svagt
Ms 0% 4-25, CDN Genomic Eval. 4-25, Juver djup Djup
Zoetis 4-25 N
25% 50% 75% 100% Spenplac fram vid
Spenplac bak Vid
Bottom 25% 25% - 50% 50%-75% W Top 25% Spenlangd Kort.

Beskrivning egenskaper

SCS = Celltal medel 3.0

LIV = Livsvilia medel O % +/-

MAS = Mastit medel O % +/-

PL = Produktiv livslangd medel uttryckt ménader

DPR = Daughter pregnacy rate medel O 1 enhet = 4 dagar
HCR = Dotter fruktsamhet kvigor % +/-

CCR = Dotter fruktsamhet kor % +/-

Fl = Kombinerat Fertilitets index

SCE = Kalvningssvarigheter far % svara kalvningar
DCE = Kalvningssvarigheter morfar % svéra kalvningar
DSB = Dodfédslar morfar % déda inom 48 timmar
SCR = Sperma fertilitet uttryckt i % +/-

MS = Mjslkhastighet 100 medel

TYPE = Helhetsbedémning exterior

UDC = Juver index

FLC = Ben index

BWC = Kroppsvikt index

NMS = Ekonomiskt total index

TPI = Total index Produktion, Halsa, Exterior

22 www.hbgenetics.com

10339 Dirs/2652 Herds

1.39 Reslig
0.57 Starkt
1.31 Djup
2.50 Oppna revben
1.85 Brett
0.29 Sluttande
1.27 Vinklad
2.32 Parallell
0.83 Hog

1.77 Hog

1.02 Starkt
I .31 Hog

2.36 Brett
1.32 Starkt
0.15 Grund
0.48 Tat

0.64 Tat

0.72 Lang

CloB]

The genetic evaluations contained within this report,
unless otherwise noted, are provided by the Council on
Dairy Cattle Breeding as the steward of the National
Cooperator Database. The National Cooperator Database
houses producer-owned yield, management, ancestry,
type, and genotype data for the use in genetic evaluations
and independent research. Data included in the National
Cooperator Database is submitted through certified
organizations for data quality and integrity. As such,
individual traits - along with Lifetime Net Merit $, Cheese
Merit $, Fluid Merit $, and Grazing Merit $ - are Powered
by CDCB, unless otherwise noted such as Holstein type
traits. For more information about evaluations Powered by
CDCB and the industry collaboration that fuels them, visit
https://uscdcb.com/cdcb-marks/
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April Bedomningen 2025

TROOPER fardubblar antal mjslkande déttrar och har nu
éver 3000 déttrar i sin beddmning. Han ligger fortsatt
mycket stabilt i sina avelsvarden.

CRUSHER adderar néstan 600 déttrar fill sin bedémning och
ligger aven han stabilt med extremt héga halter 0.41% Fett,
0,14% Protein, vilket ger +156 Lbs F+P. Detta med hogt
dverlevnadstal, l&ga celltal och juver fér Robotsystem.

Aven TAOS kar antalet détirar och stiger fill 3151 TPI med
extremt bra spenplacering, spenlangd och bra mjslkfléde
passar han alla mjslknings system.

Nya tjurar ar Sheepster sénerna ASSIST & TUBMAN samt
Figaro sonen KNACK, samtliga éver 3300 TP

Dessa Sheepster séner levererar i allra hégsta grad den
moderna Holstein kon!

ASSIST ger hég produktion 160Lbs F+P med léga celltal,
hdg 6verlevnad 3.6 PL och ett mycket bra férhéllande mellan
styrka & reslighet. Mycket bra ben med vinkel till hasen och
idealiska juver oavsett mjdlkningssystem.

TUBMAN levererar lite mer mjlkméngd Gn sin halvbror
1503 Lbs. Aven han med laga celler, hdg dverlevnad 4.2 PL
& 1.5 Fertilitets Index. Exteridrt har han en valdigt komplett
profil precis ASSIST som inte ldmnar mycket mer aft &nskal

KNACK &r en Figaro son efter Aot Deluxe HI-Lighted EX91
som gdr tillbaka p& den ofroligt starka Halo/Dellia familjen.
Han &r en ofroligt komplett allround tjur som presterar p&
en hdg nivé inom samiliga omré&den. Latta kalvningar &
snabbmijélkade 106 mislk hastighet med juver som passar
robot system.

Nya tjurar sedan sist ar dven de Pollade tjurarna CALEB-P

& PEOSTA-P som passar bra i robotsystem, samt den réda
Holstein tjuren PAMAZE-RED med 3013 TPI frén en sidogren
av Sandy-Valley PARIS familien som ger nytt blod fér rod
Holstein.

Sedan 1/4 arbetar Magnus Andersson for oss pd HB
Genetics. Han har sedan tidiga tonéren ett brinnande
avelsintresse och har tidigare jobbat som lagardsférman
och @ven varit verksam inom vér bransch. Magnus kommer
huvudsakligen vara ansvarig fér genomisk testning och

World Wide Sires Mating Program WMS som vi kommer

kéra i gang under sommaren.

Basdindring!

Vart 5e &r éndrar USA baspopulation fér vilka djur som avelsvardena baseras pd. Detta gors fér att korrigera for de

avelsframsteg som gjorts inom raserna.

Vid aprilbedémningen genomférdes denna basandring frén djur fédda 2015 till djur fédda 2020. | tabellen nedan likasa
pé& tjurarnas beddmningar ser vi darfér ganska stora férandringar for en del avelsvarden mot vad vi ér vana vid. Till
exempel mjolk, som minskat med 750 Lbs, det vill sdga en tjur som innan basandringen hade 1000 Lbs har idag 250 Lbs.

Aldrig négonsin tidigare har avelsframsteget varit s& har stort mellan tvé& baséndringar, dérav denna dramatiska féréndring
av vissa avelsvarden. Detta ar séledes ndgot oerhort positivt dé medel idag ar mycket hdgre @n tidigare! Detta upplever vi
nog alla ute i besdtningarna men har fér vi det svart pa vit i siffror. Holstein rasen tar enorma steg in i framtiden!

Linjéra Egenskaper Andring
Mijolk 750 lbs Storlek 0.34
Feft 45 lbs Styrka 0.03
Protein 30 lbs Kroppsdjup 0
Celltal (SCS) -0.1 Mijoslktyp 0.44
Overlevlad (PL) 2.5 Kors bredd 0.25
Daughter Pregnancy Rate (DPR) -0.20% Korsluttning -0.02
Heifer Conception Rate (HCR) 1% Ben sidan -0.01
Cow Conception Rate (CCR) 0.5% Ben bakifran 0.2
Cow Livability 0.5% Fram juver 0.92
Heifer Livability 0.5% Bakjuver hojd 1.05
Mastit 0.8 Bakjuver bredd 0.95
Foder intag -40 Juverligament 0.33
Net Merit Dollar (NM$) 404 Juver djup 0.7
Typ 0.58 Spenplac fram 0.36
Juver (UDC) 0.81 Spenplac bak 0.39
Ben (FLC) 0.12 Spenléngd -0.28
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LIONEL +2575 LIONEL +179 KNACK +2.5
ESQUIRE +1852 ASSIST +160 PARTAKE +2.4
JACKPOT +1843 JACKPOT +160 GENIUS +2.4
RUPERT +1644 CRUSHER +156 BOATSHOW  +2.1
FRONTENAC  +1511 KNACK +150 LOGIC +2.1

PL ( overlevande tal) m Mjolk hastighet

LOGIC +4.9 LOGIC +1.9 ODAYLE 106
SAMSUN +4.7 TAOS +1.6 KNACK 106
ESQUIRE +4.4 ODAYLE +1.5 GENIUS 106
TUBMAN +4.2 TUBMAN +1.5 FRANKFURT 105
MARLON +4.2 KAREEM +1.5 LUSTER-P 104

HINGE +2.67 HINGE +2.28 TROOPER +2.13
PARTAKE +2.37 HARMONY +1.69 LUSTER-P +1.63
HAS IT ALL +2.25 PARTAKE +1.67 HAS IT ALL +1.57
HARMONY +2.14 HADER +1.49 HINGE +1.43
HADER +2.13 FRANKFURT +1.48 PARTAKE +1.41

zHBG .I.' Nybygget Rorsberga 521 96 Falképing
ene IBS Email: info@hbgenetics.com ® www.hbgenetics.com
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Mobil: 0703-552249 Mobil: 0706-315440 Mobil: 076-8783537
Kontor: 0515-31081 mikael.hellzen@hotmail.com magnus@hbgenetics.com
hbgenetics.hm@gmail.com
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